20

=

E 15
@ Syn. S 1o
m Nonsyn. ©

35

€

* 0

8%

11%

30 20 10 0
# mutations

A->mut
(A/C/G)p*Cp(A/C/T)->(T/G)
*Cp(A/C/T)->A
Tp*Cp(A/C/T)->(T/G)
*CpG->mut

EOOO0OO

1
L el

I I [
i I I |

d Il i b L
il i M

AIAIA | H| A
0000ttt
I o - [ e m
. REALL] |

= Syn.

E Missense
I Splice site
l. B Nonsense
Ilii

TP53
CDKN2A
PTEN

i KMT2D
NFE2L2

ARID1A

NOTCH1

| NF1

| CcuL3
KEAP1
KRAS
KDM6A

RANBP2
— 100

!

1“ it

- 80
- 60 ..
L 40

l trithi, Jih.': 20

Allelic
fraction

— ?00

- 80
- 60
%
- 40
)
Lo

GC3N-

03875,

RE2229229SS

B N e P o3
R TR T e G T e L e T R T LTty
OOCOCOOCECCEEBCGECBBOBBOLCHCCCCLLOH

O Py e
R R R S R e R e T
COOBOOOOCOPCGEOGECCOGEEOBOGCBOOC

@ Frame shift
O Inframe indel
m@ Other non syn.

1 TTrTrrri
05 20 35
-log10(g-value)



