T_T

T_C

T_A

T_G

C_T

C_C

C_A

C_G

A_T

A_C

A_A

A_G

G_T

G_C

G_A

G_G

T_T

T_C

T_A

T_G

C_T

C_C

C_A

C_G

A_T

A_C

A_A

A_G

G_T

G_C

G_A

G_G

0 20 40 CPTAC3-LSCC-C3L-00081-TP n=359

0 20 40 CPTAC3-LSCC-C3L-00415-TP n=169

0 20 40 CPTAC3-LSCC-C3L-00445-TP n=233

0 50 100 CPTAC3-LSCC-C3L-00568-TP n=397

0 10 20 CPTAC3-LSCC-C3L-00603-TP n=207

0 20 40 CPTAC3-LSCC-C3L-00904-TP n=354

0 20 40 CPTAC3-LSCC-C3L-00923-TP n=207

0 20 40 CPTAC3-LSCC-C3L-00927-TP n=259

0

50 CPTAC3-LSCC-C3L-00965-TP n=391

0 50 100 CPTAC3-LSCC-C3L-00993-TP n=342

0 20 40 CPTAC3-LSCC-C3L-01000-TP n=510

0 20 40 CPTAC3-LSCC-C3L-01285-TP n=295

0 20 40 CPTAC3-LSCC-C3L-01455-TP n=241

0 20 40 CPTAC3-LSCC-C3L-01606-TP n=358

0 50 100 CPTAC3-LSCC-C3L-01663-TP n=528

0 10 20 CPTAC3-LSCC-C3L-01838-TP n=151

0 10 20 CPTAC3-LSCC-C3L-01884-TP n=372

0 50 100 CPTAC3-LSCC-C3L-02127-TP n=259

0 20 40 CPTAC3-LSCC-C3L-02130-TP n=377

0 20 40 CPTAC3-LSCC-C3L-02163-TP n=275

0 2 4 CPTAC3-LSCC-C3L-02164-TP n=13

0 50 100 CPTAC3-LSCC-C3L-02168-TP n=461

0 10 20 CPTAC3-LSCC-C3L-02170-TP n=192

0 20 40 CPTAC3-LSCC-C3L-02349-TP n=481

0 20 40 CPTAC3-LSCC-C3L-02358-TP n=254

0 20 40 CPTAC3-LSCC-C3L-02546-TP n=272

0 10 20 CPTAC3-LSCC-C3L-02552-TP n=97

0 50 100 CPTAC3-LSCC-C3L-02619-TP n=318

0 50 100 CPTAC3-LSCC-C3L-02625-TP n=456

0

50 CPTAC3-LSCC-C3L-02627-TP n=583

0 10 20 CPTAC3-LSCC-C3L-02629-TP n=120

0 20 40 CPTAC3-LSCC-C3L-02646-TP n=370

0 20 40 CPTAC3-LSCC-C3L-02648-TP n=316

0 50 100 CPTAC3-LSCC-C3L-02649-TP n=380

0 20 40 CPTAC3-LSCC-C3L-02650-TP n=242

0 20 40 CPTAC3-LSCC-C3L-02660-TP n=390

0 50 100 CPTAC3-LSCC-C3L-02665-TP n=621

0 50 100 CPTAC3-LSCC-C3L-02669-TP n=676

0 20 40 CPTAC3-LSCC-C3L-02891-TP n=140

0 20 40 CPTAC3-LSCC-C3L-02951-TP n=466

0 20 40 CPTAC3-LSCC-C3L-02963-TP n=200

0 20 40 CPTAC3-LSCC-C3L-02964-TP n=239

0 10 20 CPTAC3-LSCC-C3L-02968-TP n=258

0 20 40 CPTAC3-LSCC-C3L-02969-TP n=326

0

50 CPTAC3-LSCC-C3L-03272-TP n=306

0 20 40 CPTAC3-LSCC-C3L-03678-TP n=504

0 20 40 CPTAC3-LSCC-C3L-03961-TP n=179

0 20 40 CPTAC3-LSCC-C3L-03962-TP n=279

0 10 20 CPTAC3-LSCC-C3L-03963-TP n=260

0 20 40 CPTAC3-LSCC-C3L-03965-TP n=486

0 20 40 CPTAC3-LSCC-C3L-04013-TP n=188

0 20 40 CPTAC3-LSCC-C3L-04014-TP n=349

0 20 40 CPTAC3-LSCC-C3L-04071-TP n=158

0 20 40 CPTAC3-LSCC-C3L-04391-TP n=234

0 10 20 CPTAC3-LSCC-C3N-00211-TP n=53

0

50 CPTAC3-LSCC-C3N-00221-TP n=337

0 10 20 CPTAC3-LSCC-C3N-00247-TP n=72

0

50 CPTAC3-LSCC-C3N-00497-TP n=378

0 20 40 CPTAC3-LSCC-C3N-00555-TP n=289

0 20 40 CPTAC3-LSCC-C3N-01017-TP n=282

0 20 40 CPTAC3-LSCC-C3N-01020-TP n=210

0 20 40 CPTAC3-LSCC-C3N-01025-TP n=283

0 20 40 CPTAC3-LSCC-C3N-01028-TP n=776

0

50 CPTAC3-LSCC-C3N-01194-TP n=356

0 20 40 CPTAC3-LSCC-C3N-01411-TP n=494

0 20 40 CPTAC3-LSCC-C3N-01846-TP n=177

0

50 CPTAC3-LSCC-C3N-01892-TP n=345

0 50 100 CPTAC3-LSCC-C3N-01893-TP n=622

0 10 20 CPTAC3-LSCC-C3N-02252-TP n=212

0 50 100 CPTAC3-LSCC-C3N-02283-TP n=775

0

50 CPTAC3-LSCC-C3N-02284-TP n=581

0

50 CPTAC3-LSCC-C3N-02285-TP n=403

0 20 40 CPTAC3-LSCC-C3N-02288-TP n=248

0 20 40 CPTAC3-LSCC-C3N-02289-TP n=300

0 200 400 CPTAC3-LSCC-C3N-02300-TP n=811

0 10 20 CPTAC3-LSCC-C3N-02339-TP n=97

0 20 40 CPTAC3-LSCC-C3N-02374-TP n=285

0 20 40 CPTAC3-LSCC-C3N-02375-TP n=269

0 10 20 CPTAC3-LSCC-C3N-02425-TP n=249

0 10 20 CPTAC3-LSCC-C3N-02426-TP n=65

0 20 40 CPTAC3-LSCC-C3N-02434-TP n=216

0 20 40 CPTAC3-LSCC-C3N-02435-TP n=342

0 20 40 CPTAC3-LSCC-C3N-02494-TP n=298

0 20 40 CPTAC3-LSCC-C3N-02523-TP n=318

0

50 CPTAC3-LSCC-C3N-02575-TP n=329

0 10 20 CPTAC3-LSCC-C3N-02675-TP n=273

0 20 40 CPTAC3-LSCC-C3N-03051-TP n=375

0 20 40 CPTAC3-LSCC-C3N-03072-TP n=274

0 20 40 CPTAC3-LSCC-C3N-03076-TP n=199

0 20 40 CPTAC3-LSCC-C3N-03092-TP n=186

0 5 10 CPTAC3-LSCC-C3N-03093-TP n=49

0

50 CPTAC3-LSCC-C3N-03204-TP n=375

0 20 40 CPTAC3-LSCC-C3N-03424-TP n=255

0 100 200 CPTAC3-LSCC-C3N-03425-TP n=549

0 50 100 CPTAC3-LSCC-C3N-03441-TP n=342

0

50 CPTAC3-LSCC-C3N-03486-TP n=507

0 20 40 CPTAC3-LSCC-C3N-03662-TP n=283

0 5 10 CPTAC3-LSCC-C3N-03848-TP n=31

0 50 100 CPTAC3-LSCC-C3N-03851-TP n=578

0 50 100 CPTAC3-LSCC-C3N-03875-TP n=613

0 10 20 CPTAC3-LSCC-C3N-03877-TP n=150

0 20 40 CPTAC3-LSCC-C3N-03880-TP n=237

0 20 40 CPTAC3-LSCC-C3N-03882-TP n=268

0 20 40 CPTAC3-LSCC-C3N-03886-TP n=269

0 20 40 CPTAC3-LSCC-C3N-04124-TP n=310

0 5 10 CPTAC3-LSCC-C3N-04127-TP n=85

0

50 CPTAC3-LSCC-C3N-04155-TP n=356

0

50 CPTAC3-LSCC-C3N-04162-TP n=305

T_T

T_C

T_A

T_G

C_T

C_C

C_A

C_G

A_T

A_C

A_A

A_G

G_T

G_C

G_A

G_G

CPTAC3-LSCC-v3beta.final_analysis_set.maf

0.00<=AF<0.10 n=7887

0.10<=AF<0.25 n=15217

0.25<=AF<0.50 n=9231

0.50<=AF<1.00 n=2103

0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1 0 200 400 600 800 CPTAC3-LSCC-v3beta.final_analysis_set.maf median=0.21 median=0.17

allele fraction mutations

CCA>CAG non-CC>CA

0 10 20 30 40 50 60 70 80 90 100 0 0.5 1 1.5 2 2.5 x 10^4

median=0.0, overflow=0 median=0.0, overflow=0

tumor_lod

10 20 30 40 50 60 70 80 90 100

10^0

10^1

10^2

10^3 mutations patients (ordered by name)

C>T C>A,no CC C>G A>G A>C A>T CCX>CAX CCG>CAG trailing base leading+center base base coverage C>G

A>T

C>A

A>C

C>T

A>G

x_T x_C x_A x_G x_T x_C x_A x_G x_T x_C x_A x_G

TC_

CC_

AC_

GC_

TA_

CA_

AA_

GA_

Mb bases covered per sample

0 0.2 0.4 0.6 0.8 1 1.2 1.4 1.6