= Syn.
B Non syn.
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MED31
SLC26A11
TSC22D1
FAM155A
ZFHX3
SLA
ANKRD30A
TBC1D7
SLC25A45
ARMCX3
COL5A3
CcDhC27
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ZNF780A
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BCL9
SLC5A2
MSI1
DNMT3A
KRTAP4-4
ARFGEF2
NOP16
ZBTB22
SAMD1
LMX1B
OR13F1
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@ Frame shift
O In frame indel
@ Other non syn.
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