g = Syn.

> 6 | m Missense

= Syn. 5 4 | m Splice site
B Nonsyn. & Il II|I I ! | | | ! || || ®m Nonsense

¢ =l kbl bl

E Al [

g 0|mmmmmwmmmmm il |h| [T
B 31 °/o ||||||||||| ||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||||| PTEN
A 25 /o || AAARE O AR | TP53
. /o ] ||||||||||||||||||| it A R | | EGFR
3 N 1] ok NF1

I 8 /o | o | (il IS A | | RB1
I © MR I ] I} i SPTA1
11% | | | n 1 1] PIK3R1
11°/o| [ [ AT VNI [ 11 PIK3CA

| 00 oo IDH1
_ 3% (L] I | WY I KRTAP4-11
I 4% T | 1 | | | il | GABRAG6
N 5% | A | DU | AR RRAT) I K
I 4 | | | TAHAN | | | [ SEMA3C
I 4% ] UMY | [ 1] | CDH18
. 2% A HHIATALY [ RPL5
I 2% | | | | | L] OR8K3
I 40 I PR St | | D | STAG2
I 3% || | I ARG SEMGH1
I 2% | | | | | OR5ART1
N 30, Il | T | TPTE2
I 3% TAAHT | | ] THITAREN) ADAM29
I 4% | | | [ | | | PDGFRA
I 2% ] I | | SULT1B1
I 3% 11 11 | Il CALC
[ A PRB2
N 4% | A I A A | 1 | NLRP5
I 4% 1 | | | | | 1 LZTR1
I 2 | | AT TN OR5D18
I 4% TA(0 T ETRAAHD L | ABCB1
I 2% | RN | | OR5W2
| 4% I ] | A AR AR ABCC9
I 4% | | [T | | I 1 | COL1A2
I 3% | [ [ | 1 DCAF12L2
I 3% 1 | | | | SEMASE
I 2% | AT | | PSPH
I 2% | | | | | OR5D13
[ WA | 11 1 LUM
I 29 | | | LTI | SLC5A7
I 29 | [ | TRl [ LRFN5
1% | | | | TGFA
I 2% | TN | | UGT2B28
I o> || |11 T A 1] 1 | Il TCHH
I 2% [ | | | | SPRYD5
[l LA | | | [ | | LRRC55
I 2% | [ [ | I FOXR2
| WA | | |1 Tl MMP13
N 6% | | | munw 1 HAHHGA I | ATRX
I 4% 1l | | | A SR SCN9A
I 3% | AN I |1 CXorf22
0 4% 11 11 | | TR A HCN1
2o | | | | [T UGT2A3
I 2% | I I | GABRA1
I 2% | | | | 1 PSG8
Il 2% | | | | QKI
1% | | | | TRATH1
I 2 | | | 11l ZNF844
B 2% | | | | CFHR4
N 5% A ATl | TRHIAHTA] A THEAHNT I11 CNTNAP2
[ A | MY | | | | IL18RAP
I 2% | TR | AF
I 2% 111 | | | UGT2B4
I 1% | | MY | OR4
I 2, NUNME | | TN GABRB2
I 29 Il | [ | ZPBP
I 2% | | | | 11l | DPP10
M 1% | | | AP3S1
. 2 11 | | | | | DYNC11
M 1% | | | KRTAP20-2
. 2 | | | | | | PROKR2
L WA | ] | 1] FFE | HEATR7B2
B 2% [ T | [ AZGP1
1% | | | | OR5P2
. 2% IR Il | | | SLC26A3
I 2% | | | | | | | | TRPV

I 2% | ALY 1] | | | DRD5
I 2% AHERH T MAMERN | | | MAGEC2
I 1% | [ [ [ KLK6
I 2% | | Il | | C3orf67
I 2% 1 | | | CD209
I 2% | | | I | FGG
| A AR || | ZFP42
M 1% | | | C1orf150
N 39 | [ [ Il | [ 11l CDH9
I 2% | | | ALY ALY ST6GAL2
N 3% | 11 | | | | | | I PIK3C2G
I 2 | | Il 1 CDC27
I 1% AR | | | OR4D5

M 1% | Il CDKN2C

M 1% | | | KRTAP4-7

I 3% | | [ | [ [ [ [ KD
I 2% TNHAN | | 11 FRMD7
Bl 2% | | | ] CYP3A5
1% | | | | OR52M1
I 2%  {[THAHH GARAGKY Tl KLF17
I 2% | | | | TXNDC3
I 2. | | |1 | [ | | CACNA2D1
| WA | | Il | BRA
Il 1% 11 | | | OR8J
I 2% | Tl | | | TUBA3C
I 2% T | RE
I 2% | | TN | | KPRP
I 1% | | | | | PLCXD3
I 2% | | | | SLC22A9
Bl 2% | | 11 | WNT2
I 2% | | | RAATAN | | FAM123C
I 3, | | | LI | | | | SD7B
N 39 | L] T Il DSG3
I 2% I 1 | CARDG6
I 2% ALY | | 1 PAN3
2% LI | | | | FG
N 39 | | Il | | I KIF2B
[ VA I | | ACSM2B
19 | | | OR10G8
I 2% | | | | | | NDST4
1% | | [ | OR13C5
. 2% | | | | | ZNF99
I 2% | | | | | ELTD1
I 4% | 1] [ | | | | | CHD8
VI 3% | | | | | [ | ADAMTS16
[ A | | T | | SLC27A2
M 1% | | [ | FBXL12
Bl 2% | | | | | SLC6A14
I 4% 1 | | | | | | TAHHY SPAG17
T 2 | | | | I GRIP1
M 1% | | 01 FPR2
I 1% | | | | ZNF727
M 1% | | [ | TREML2
. 2% | | | ] | YSK4
M 1% | | | OR5K4
I 6% Il HHARAG1 R THHAHTAAT T AMC AT 1 | LRP2
[l WA TGV ANAAD THAAKY | ANO2
I 1% | | | | | OR5I1
1% | | | | MAGEB4
N 1% I [ C70rf66
I 1% 1 TN | OR2A12
I 1% | | | ALY GPR141
. 2 | | | | Il | MYO1B
I_I_I_I_I_I 2% [ I 1 | I SLC1A6
— 100
25 20 15 10 5 0 . I
# mutations
I~ 60
%
O double null = 40
O indel+null - 50
O transver
o A>G
@ *Cp(A/C/T)->T
B *CpG->T

@ Frame shift
O In frame indel
@ Other non syn.

05 20 35
-log10(g-value)



