o] Syn.
g 60 Missense
2 %0 Splice site
= Syn. £ 40 Nonsense
®m Nonsyn. ®© 30 |
2 20 0o
1S . |
B 1% |i|i.i. 'Iil.alllilili.iiiiiii . -
| NOTCH1
I 1 O° | |
G 4.1 AT ™y o s S || okt
21% [l AT A | DKN2A
5 219l I i I M
% Il | T NFE2L2
—Ea I " HEAS
(]
I oo fl W[ LI | AT
m A Wi il I 0B
IDSEE - 7,800 A morhm MLL2
[ 5% M1 LT | I F?\lévgz
1 | T Ty e, o o | I L1
| 3% JILTIL [ | [ BAGE2
0 | NI I | il Il ZNF750
| B T | RHOA
6 I I il Il POM121L12
o | TN o | I EP300
5 | | | | 300
w2 W, Wi | L POTEC
— L | A e L e e | ZNF804E
— Wi Ul il | BAGT
- G | il Nl | 1 ] (i KCNT2
- B (RN | | | RASAT
— o, T | il | | L CNTNAP5
o E i i I FRIVG
I 7. N VA
U o L, T 0| | il CDH10
— | | | | I | | POTEG
3 T | | REGTA
—E | | | | O | PABPC5
“ B4 L | PRFNG
I 7<) L | U T e ASXL3
I—- % MV i T I PEGS
e — B2 I | LU FCRL4
| 4°/° | | T MAPK1
- L 11 | | OR2T12
— A | 1] Lo | GABRB3
s Ed | | | T | DOKG
—E L1 Il | | L 1l STEAP4
- D il | i BRWD3
3% itk i, | il | | NTM
— VI (| I | L CTCF
- 4°/° | [ | FAM101A
8 3% Wil | | | I HLA-A
I o | il I | | PRSST
ma 2 i | | VR EPHA2
I co. [l 1 | | WA | | SEMA5A
% 0 i il LINGO2
E% | | U LI | OR56AT
. | | A Ll PSG8
I-I K4 I I T LIN28B
. 3 | I | O | EYAT
% | | i L, OR2M2
—E i | (NN L TGFBR2
ek | | | i I OR4M2
- 3°/° I | | C170rf63
J 2% m | | | | | CPXCR1
- 49 | T | 1 (A | Cé
% | | il | | RGST7
K | T LAl | | AGTR1
—E | ]| | T | | MS4A14
i | T | | | | LBP
N 2 I | I | HIST1H4E
B 2 ik A i i | MAGEL2
[ T T T T l_l — 100
60 40 20 0 B 80 o5
# mutations 60 5 2
% | - 40 % 8
IR I I al I | Ll i 1M | l L 20 =
Oudsitchy l i T I Lo
O double_null L 50
O indel+null
O A->mut
O C->(G/A)
@ *Cp(A/C/T)->T
B *CpG->T

@ Frame shift
O In frame indel
@ Other non syn.

05 20 35
-log10(g-value)



