= Syn.
B Non syn.
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Syn.

Missense
Splice site
Nonsense

TP53
PIK3R1
RB1
NF1
PTEN
IDH1
PIK3CA
STAG2
SEMGH1
RPL5
SLC26A3
MAP3K1
ATRX
BRAF
EGFR
PDGFRA
KDR
TMPRSS6
CHD8
SEMA3C
ZDHHCA4
MMP13
PRKCD
REN
LRRC55
MUC17
CD209
100

80

@ Frame shift
O In frame indel
@ Other non syn.
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