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@ Syn.
B Non syn.
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double_null
indel+null
A->mut
C->(T/G)
*Cp(A/C/T)->A
*CpG->A
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Syn.

Missense
Splice site
Nonsense

KCNT2
HEATR7B2
SPANXN2
RIT1
FERD3L
ZNF492
ZIG4
CPXCR1
THEMIS

OR2T34
FAM71B

WDR49
KRTAP15-1
SATB2
MARCH11
OR5F1
ARHGAP36
MYL10
KRTAP19-6

FLI

Cl4orf177
PSG6

EPHA7
KRTAP11-1

Y
NTNG1
ADAMTS1 8
OR10G8
OR L1
GPR101
BCHE
OR10K2
PTN
NPFFR2
SLC10A2
SERPINB13
NRXN1
SLITRK4
CDH18
SPANXN4
RB1

AKR1B10

COL25A1

@ Frame shift
O In frame indel
@ Other non syn.
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