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Gene Set  105 : KEGG_OOCYTE_MEIOSIS

Number of genes: 18646 (in list), 108 (in gene set)
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R
un

ni
ng

 E
nr

ic
hm

en
t S

co
re

 (
R

E
S

)

"clus1" "NON.clus1" 

Peak at 2833
Zero crossing at 9167

−0.4 −0.2 0.0 0.2 0.4
0

1
2

3
4

5

Gene Set Null Distribution

ES = 0.383  NES = 1.7 Nom. p−val= 0.00664 FWER= 0.482 FDR= 0.182
ES

P
(E

S
)

Gene Set Null Density
Observed Gene Set ES value

Neg. ES "NON.clus1"  Pos. ES: "clus1" 

 Heat Map for Genes in Gene Set

 

 

CALML5
ITPR3
REC8

RPS6KA1
CCNE2
ADCY8
ADCY4
SPDYC
ITPR2

CALML3
PTTG1
CCNB1

AR
PGR

ADCY6
PRKX

PPP2R5B
MAPK3

PPP3R2
ANAPC10
PPP2R5A

YWHAH
PPP2R1B
RPS6KA2

MAD2L1
ANAPC2

CHP
CDK2

RPS6KA3
SGOL1

YWHAB
CALM3
SMC1A
CALM2
CCNB2

YWHAQ
CALM1
ESPL1

PPP3CC
SPDYA

CDC25C
PPP2R5E

YWHAE
PPP1CB

PPP2R1A
PPP2CB
ANAPC4
PPP2CA

ITPR1
CAMK2G

CDC26
CDK1

CDC16
PKMYT1

ADCY7
ANAPC5

PPP2R5D
RBX1

CDC23
SKP1

CDC20
ANAPC1
PPP1CA

CDC27
AURKA
FBXO5

YWHAZ
RPS6KA6

SLK
MAPK1

PPP2R5C
PPP3CA

BUB1
PRKACB
PPP1CC

ANAPC11
PPP3R1

ANAPC7
YWHAG

CUL1
PTTG2

FBXW11
PLK1
SMC3

MAD2L2
PPP3CB

ANAPC13
CCNE1

BTRC
IGF1

CAMK2D
MAP2K1

IGF1R
STAG3

PRKACA
MAPK12
FBXO43

CHP2
MOS

SMC1B
ADCY5
ADCY9
ADCY1
ADCY2

CAMK2B
CPEB1

CALML6
CAMK2A

Class

T
C

G
A

_N
5_

A
4R

8_
01

T
C

G
A

_N
5_

A
4R

A
_0

1

T
C

G
A

_N
5_

A
4R

D
_0

1

T
C

G
A

_N
7_

A
4Y

5_
01

T
C

G
A

_N
7_

A
4Y

8_
01

T
C

G
A

_N
8_

A
4P

N
_0

1

T
C

G
A

_N
8_

A
4P

P
_0

1

T
C

G
A

_N
8_

A
4P

Q
_0

1

T
C

G
A

_N
9_

A
4Q

1_
01

T
C

G
A

_N
9_

A
4Q

4_
01

T
C

G
A

_N
A

_A
4Q

W
_0

1

T
C

G
A

_N
A

_A
4Q

X
_0

1

T
C

G
A

_N
D

_A
4W

6_
01

T
C

G
A

_N
D

_A
4W

F
_0

1

T
C

G
A

_N
G

_A
4V

U
_0

1

T
C

G
A

_N
5_

A
4R

F
_0

1

T
C

G
A

_N
5_

A
4R

J_
01

T
C

G
A

_N
5_

A
4R

M
_0

1

T
C

G
A

_N
5_

A
4R

N
_0

1

T
C

G
A

_N
5_

A
4R

O
_0

1

T
C

G
A

_N
5_

A
4R

S
_0

1

T
C

G
A

_N
5_

A
4R

T
_0

1

T
C

G
A

_N
5_

A
4R

U
_0

1

T
C

G
A

_N
5_

A
4R

V
_0

1

T
C

G
A

_N
5_

A
59

E
_0

1

T
C

G
A

_N
5_

A
59

F
_0

1

T
C

G
A

_N
6_

A
4V

9_
01

T
C

G
A

_N
6_

A
4V

C
_0

1

T
C

G
A

_N
6_

A
4V

D
_0

1

T
C

G
A

_N
6_

A
4V

E
_0

1

T
C

G
A

_N
6_

A
4V

F
_0

1

T
C

G
A

_N
6_

A
4V

G
_0

1

T
C

G
A

_N
7_

A
4Y

0_
01

T
C

G
A

_N
7_

A
59

B
_0

1

T
C

G
A

_N
8_

A
4P

I_
01

T
C

G
A

_N
8_

A
4P

L_
01

T
C

G
A

_N
8_

A
4P

M
_0

1

T
C

G
A

_N
8_

A
4P

O
_0

1

T
C

G
A

_N
8_

A
56

S
_0

1

T
C

G
A

_N
9_

A
4P

Z
_0

1

T
C

G
A

_N
9_

A
4Q

3_
01

T
C

G
A

_N
9_

A
4Q

7_
01

T
C

G
A

_N
9_

A
4Q

8_
01

T
C

G
A

_N
A

_A
4Q

V
_0

1

T
C

G
A

_N
A

_A
4Q

Y
_0

1

T
C

G
A

_N
A

_A
4R

0_
01

T
C

G
A

_N
A

_A
4R

1_
01

T
C

G
A

_N
A

_A
5I

1_
01

T
C

G
A

_N
D

_A
4W

A
_0

1

T
C

G
A

_N
D

_A
4W

C
_0

1

T
C

G
A

_N
F

_A
4W

U
_0

1

T
C

G
A

_N
F

_A
4W

X
_0

1

T
C

G
A

_N
F

_A
4X

2_
01

T
C

G
A

_N
F

_A
5C

P
_0

1

T
C

G
A

_N
G

_A
4V

W
_0

1

T
C

G
A

_Q
M

_A
5N

M
_0

1

T
C

G
A

_Q
N

_A
5N

N
_0

1

clus1 NON.clus1


