Running Enrichment Score (RES)

0.5

0.0

-0.5

-1.0

Gene Set 2 : BIOCARTA_AGR_PATHWAY

Zero crossing at 11284

"NON.clus3" \

Peak at 1176

! ! !
5000 10000 15000

Gene List Index
Number of genes: 18276 (in list), 35 (in gene set)

P(ES)

25

0.5 1.0 15 2.0

0.0

Gene Set Null Distribution

—— Gene Set Null Density
= Observed Gene Set ES value

Neg. ES "NON.clus3" Pos. ES: "clus3"

T T T
-0.5 0.0 0.5

ES
ES =0.668 NES = 1.9 Nom. p—val= 0.00406 FWER= 0.136 FDR= 0.0801

clus3
Class
PAK7|

NRG2 | | | 1
LAMAZHIHHIH |
RG1

PAKS\{\ {J \H
LAMA3 IR
EGF \ 0
JUN AT D
TRN AL

L{H AN

MUSK I
LAMA4 | | ‘HH H{ I‘

AL
PAK6 \ ’\ I I‘ || ‘
ITGBl\ A
CDC42 (111} |
K3 \ \ JIil
8\ LU R
D I‘I {1 0
MA KlH \ LI

D { \ \I\ 0]
CTTN\\H\
AP

PTKZH H{
CHRNAlHHI A

ITG:Ij'é‘ “ KT }\ il {l)l “‘I“HHH ’|H | HH ‘H‘ M\ l‘ HM H‘l‘ ‘»‘

A b !

Ag;ﬁ% | H\l ’ M | :‘ ‘\\‘ HVH /I le || I: “ ‘H i s H\ I 1““ | “H‘ il H\M W ‘H\‘\ ‘M\H | H\ M ‘H | ‘H I‘ "H\Hm\
Il HM Hi

Heat Map for Genes in Gene Set
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