Gene Set 45 : KEGG_GLYCOLYSIS_GLUCONEOGENESIS

0.0

Running Enrichment Score (RES)
-0.5

-1.0

Zero crossing at 8762
Peak at4883 :

"NON.cIus4"l

Gene Set Null Distribution

25 3.0

2.0

P(ES)
15
|

1.0

0.5

0.0

—— Gene Set Null Density

- QObserved Gene Set ES value

} ‘”\I

1" e H;"HH

MHWH “

L WJ,“, Wi »f*,um;l.‘ s

I)“ J’\ ‘H I \‘”‘J”‘\‘

! ! ! !
0 5000 10000 15000

Gene List Index
Number of genes: 18025 (in list), 57 (in gene set)
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ES =0.437 NES = 1.39 Nom. p-val= 0.085 FWER= 0.948 FDR= 1

Heat Map for Genes in Gene Set
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