Running Enrichment Score (RES)

0.5

0.0

-0.5

-1.0

Gene Set 83 : KEGG_AMINOACYL_TRNA_BIOSYNTHESIS

T H
L

Zero crossing at 8397
Peak aI 6637

"NON.cIusS"\

T
0

!
10000

Gene List Index

Number of genes: 18256 (in list), 40 (in gene set)

P(ES)

3.0

25

2.0

15

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
— QObserved Gene Set ES value

Neg. ES "NON.clus3" Pos. ES: "clus3"
T T T
-0.5 0.0 0.5
ES

ES =0.51 NES =1.73 Nom. p—val=0.0417 FWER= 0.37 FDR= 0.281

Heat Map for Genes in Gene Set
clus3 NON.clus3

EPRSII|”||||1||| II\ b ” W |'I \I | H I|I |IIJI I|I l‘ I‘ II‘ | [ I; I|\‘ ‘I |III‘I 'llll HI\
M l ‘ \‘III \ I’”h ‘l'H |IHhI |I|I|HIM‘“ \I‘r‘l | |\|Hm fi I‘l \’I I‘ I‘I "l ll‘ ‘I|I‘|

i it Il
|ARSI“IH IWIII I
FARSB

PARSZ\II

[ | H B T II [0l \I ‘I | 11
o ,,h,.w i 5 it il

|| Iil || ! l\ '

SEPSE02II l l\' ll Hll\} l;\l:llllll ||I:| \| ll | ll H‘ |||!”||I\ |||I| ||I| :‘ ||||| I|||| ‘lll Ill H" || ‘I”|| ||w||‘| } ||| ||’\| || ”” !
wzs%.w:,,;.': .,1‘,‘ I b
TARSL2 ‘ llm ll ”‘” MI\F‘ ?’l ‘|H |‘ Il \j :hl |‘: ‘|||| ||:| l” ’lllll\l ‘ll‘ }‘ 4’” |||I” \lw } Il M“ “ l\I\ I l’J
DARsz |}|H‘FI |’ “l‘” H I ” ‘\w i ||| ||||( \l ) \ll‘\lll‘ll‘: || || }H“ ”|‘ ‘ \ll\l

 ——————

FARSA | I\HIIW| Ilh lllll’l‘l HI\‘ \ I||lI | HI\I"‘I|I|I\‘II 11 IR \ IIIH II [ \lll\”II

W "Hl I\IHIHW|| lH “ ‘\H I”” l“‘” |II: I Il\lll\‘I l’l | |IIII‘\II‘ IHIIHI ll‘ |\ll‘l| ”I”“Illl"’lll || |
‘I\ IHHW 'l\ ” ”) 1| Il HlMlllllllllI ‘II: :I\ I|‘ ||| : ll || ”’||||’|||I ”’I | wl\ Iulll: M i
KARS‘IIIJJII‘HII Illnlllhm \I H ‘l |

Al e
FARszI "”“HHI”I}I “III IIHI I I‘INHIII \l Il IIH{IIH‘I||H

AA
MTFMT
SARSZ

L

——

HH”H' |||| 1\\‘\\””\ ”“Jm"ill’ i

f |

—————

B

II IIH

\{1
M'H'HJ!'

i



