Gene Set 89 : KEGG_RNA_DEGRADATION
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Number of genes: 18256 (in list), 56 (in gene set)
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ES =0.329 NES =1.63 Nom. p-val= 0.0531 FWER= 0.639 FDR= 0.334

Heat Map for Genes in Gene Set
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II\III I\IIIIIII I\I‘:l‘”‘lllllllI il | \HII hll

i

Il II |I III‘ ”I ll‘\l\ I”\ I‘IH II:“I}U1 dll\

0 bl I\Ilhllll gt I\lllm \I‘IIIHI iR e |
II |:4ﬂ'“l|'l|lr“|:‘lmll F”J"” H'll" |‘|JIJ”|' ‘\1 {l'" ::”‘I 1 I| Il Ill‘l\ll it uJ

fl\l
|I| 1 HH‘I'III

(I S II |I\ HI Im

I3 e IH‘\II II\\\III'IHll\IlIIIIIIII \” '|"”‘ |

‘I 11| | \II I\ IIHII}H I| [ HIIII“ Il \|\|I il HI\I : I ) ‘I |\|| I 1] || IIH |||‘| IIII‘\I |||I |
I oA W AL
||I | || |” | | INl IIIH \l‘ || ‘

nJth‘l i T ot

Ip| ll Hli |I ‘ Iil \III I‘hil ‘I II\IIII\‘III I\Il!\l ” ”

”""" ji "“”" il g o) IG""‘” "‘f'”hm' b i

HIHI\HIH| ‘unnl “\H'\HI e ||I”‘|'|]



