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-log10(g-value)

O Frame shift
O In frame indel
B Other non syn.
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TP53
FBXW7
KRAS
CHD4
ZBTB7B

PPP2R1A
PTEN

RB1

SPOP

NDUFAF2

PCSK5

ATP4A

HCFC1R1
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LYPLA2
— 80

PIK3CA
PIK3R1
ARID1A
MGAM
MAGEC2
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B Missense
B Splice site
B Nonsense

B Syn.

dL-VMPY-ON-SON
d1-HSV-YN-SON
dL-0AYY-LN-SON
dL-MAYY-ON-SON
d1-dMPY-ON-SON
d1-QAPY-9N-SON
d1-LOvY-6N-SON
d1-S9SV-8N-SON
dL-NHPY-GN-SON
d1-Od¥V-8N-SON

d1-ADYY-YN-SON
d1-¥OvV-6N-SON
d1-OdbV-8N-SON
d1-80vV-6N-SON
dL-NNSY-NO-SON
d.L-AHPVY-GN-SON
dL-NMPY-3IN-SON
dL-6AYY-9N-SON
dLl-ldvY-¥YN-SON
dL-SAYY-ZN-SON
d.1-0d¥V-¥N-SON

d.1-86SV-ZN-SON
d.1-ZdyV-6N-SON
d1-ADPY-YN-SON
dL-9MpPV-AN-SON

d1-8d¥Y-GN-SON
d.L-4APY-9N-SON
d1-dOSV-4N-SON
d.1-36GV-GN-SON
dLl-NHPV-SN-SON
d1-MOVY-¥N-SON
dl-ddbV-8N-SON
d1-€0vV-6N-SON
d1-1dbV-8N-SON
dL-NNSY-INO-SON
d.1-2Xpv-4N-SON
d.L-4"bv-GN-SON
dL-XMpV-4N-SON
dL-465Y-GN-SON
dL-NHPY-GN-SON
dL-vdPVv-GN-SON
dL-OAPY-9N-SON
dL-3AYY-ON-SON
d.1-QHPV-GN-SON
d1-OAPV-9N-SON
d1-1d¥V¥-8N-SON

dL-8AYY-LN-SON
dL-rdpv-GN-SON
d.1-O"pv-SN-SON
dL-NdpV-8N-SON
dLl-1d¥V-SN-SON
d.1-SHYV-SN-SON
d1-LOvV-6N-SON
dL-NAPY-ON-SON

d.L-Nd¥V-8N-SON
d1-XOPY-¥YN-SON
d1-OMPVY-AN-SON
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B 12%

| BARA

| RARA
| RERA |

B 7%

I 5%

[ RESA |
[ e |
I 5%
Ho- B
B 9%
| 4%

I s

O indel+null

N 11%0
O A->mut

I 25
I 357
[ B |

E *Cp(A/C/T)->T

O double_null
B *CpG->T

2
&
®

O C->(G/A)

B Syn.
B Non syn.
# mutations
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