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clus2

NON.clus2

GETF”“" il ! II‘ i e I'IHIIIIIIIIIII
RBPQ‘IIII IIIIIIIII II|II IIIIllIhII"IIIIII IIIIIIIIIIIIII IIll\IIIItlllluIlllIIIIII IIIIIIIlI LRI IIIIIIIIIIII ‘IIII IIIIIIIIII III III IIIII”I I
:Of:Inlf I|IIIJII:|IIIIIII|I |III IIIIII I(I i ,” |II II”IIII|IIII Il IIIII IIIJ |I|II|I|I| III!II{III |I|I||I:IIII | I|IIII HIII :IlllI

RAD23A Il IIIHII 1l IlllllwI|III I1II IIIIIIIIIIIIIIIII ||IIIIIIII III:IIII I:le II II IIIIIII II IIIIL\"II IIII ||IIIII III IIIIIIIIIIIIII IIIII II

IIIIIIII III IIII |

IIII|I“I|III IIII I”I IIII I L II

|IIIIHI

|IJI III | IIIIIi | iIIIIlIIIIIIIIIIIH Illflflllll IIIII II| II IJII II“ I“II II i IIIIII“I’ Il i 1IIII:I IIIIII
i:EE:I:II III|:|I IIIIIlIlI Il:r HI" ||I||II I I |I IIIIII I |I IIIII IIIIH I IIII I III || I fI l:IiIll:IIll Illh IlIIIIIIIAIII
AIII‘IIINII III 1l II II | II [ I }

IIIIII I IIIIII II|I
GTF2H4 II | | I||||III III
[

i

OéEsnn I||, II I ”mIH | b \IIIIIIIIIII:mI I||III I|IIII”II |I| |II | ||I|||| i
RPAlIHllll | IIIIIII I ”p II| 'II|IIIIII||III'IIIIII' i ”I| |I|I"IIIIIIIIII|I|I|IIIII | IIII ”
ERCC“" IIIII\II II"II |II”|'II||II'||II II|IIII ! IIII”IIIII'IIIII'II| I|I,I |'III||;|IIJII|| IWHIIIIlI FIIII I

|

|” III II IIl | IIIIIII ‘” IIII IIIIIII | NI T IIII

NATL |r I|I|| ||I|II|I||‘ ‘” II | II | I ”lIHIIIIIIvI”“ hll‘"h |" II ’ i ;IIIIIIJ III:llllll:llillhl:ll NII:I |||||||I|;II, |1||:”|;

II‘ i
GFI'OLEIZIIIIIIII [H11] AN I nim (Il IIIIIIIIIIII I Tt
GITF:I;E;III I I»@*II II I'IIIIIII‘III IIIIlIII|:IIIIIII III II IIIIIII:I II IIIIIIIIIII iIIIII IIII“IIII III il IIIII IIII | IIII !

POLE2|l| MR I 11 [ INUHRTT ] 1k IIIIIII L0 L OO AR



