Running Enrichment Score (RES)

: KEGG_EPITHELIAL_CELL_SIGNALING_IN_HELICOBACTER_PYLOF Gene Set Null Distribution Heat Map for Genes in Gene Set
clusl NON.clus1
I n

1l |
J I II II I I
—— Gene Set Null Density AT,;’ggggg, iy i u Ilm A

1
St i IIII.“"I "“I'I'I:' r"'I'.' VAR

— Observed Gene Set ES value ATP6VOA4 o |”|'|" |||||||I |”| il |'|I |||||I ||'I ' 1) I|'I"| | ||||'|I |"|II {1
i

IIIIIIIII hII”I

[ III IIIIII III
i hintl

II"IIIHI.' II'I *| o 4 I.MI.III' I

JAM2
ATPEV1G2 | J ! i
5 ]
0L UL

0.2
|

< - PTPGFI%IH I “1" ) I||||| I I|| | rul ||I|| |I |
Aéy;\@/éi%l” 'i I IlIHI 1‘ ' III Ill I|II II IIII W |

PLCG IIII"| | N II 1I“ | I | II|I Wl I I II llll:k"1 III I|I I L "“I "I
el b i it I' L L b wv‘ b
Areeviss LI Al |'|"|”LII B O B o J '| )] II ||I|"|'| F it ' ¥
QISSI/'I%"" |I . l“IIII' l II| II lLIII o [ || 'I I |I ! "“" ] | b b " 1 ]
ATF!‘I(ISVOAII llllll IIIII III I Illlllll 1 Il I Il I”l I Ij : ;I IIIlI III I J ‘Ill I| Il II ”I ” IIIIIII|rII ¢
AIEZGIQEIH" i |“|| T ST R TR i 'I e i
ATBSUEE | bl (™ |II O T |I :1"IIII I| | HuII”|I|[':I'II h ||||| )”l { Llidl |I|'|I|"|'II|"'I IIIIllIIIIII”II‘III

=
2
i

A'T*E'Z%ééll |'|III|I'III'II 'Hlltu { |l| |||I |” 1 I R | ||I”J {1 ||rI
?K[’s%' "J' I s i IIIII| |I||'i|'|r|'|'I' 'l|"| I| ' ||”|I 1 |I ||||I'I

i I I“ |IIIIII II “IIIIII lltl +l”

MAP2K4III 1 I I“I II I|I i IF IIILIIII I II |
MAP3K14I II rIIII llllll II” Il “” filtlpl! II I | ' .
‘ H‘ H I, el 1t b ."ll" L i i r" i i I'. it

Zero crossing at 11024 )
: Peak at 16895
IKBKGI | Ilhllﬂ IIlllII 1 III

HI H‘ ‘ ‘ ‘ H IHH”” ‘ ‘ J I II IIIT |II 1 | 1 1 | I II 1 1 III I1 II1|I IIIII | IIII||
: ATPEV1C2 I I Il r 1 II III I I “II # ! I‘III ! lII | 1 II h

: : — ATF?I\I/B% 1 III l‘ IIII I II IIrl 1 II“IIIIIIIIIIII I I h Irll II1II lbl Y | IIII J I ill II IIl ! III J l III I‘ 1

© AT:E\IQ%IID/III 1 II1 I.IIIIIII II III Iil II II ) IIIIIIII"I .I ]I 1| wll II IIII I IIIIIII rllll IIFlI I |II 1 III IIIII IIIII II i II
5 — : : ATPGVlBl 1 wlnnim 10 I 1 I I 1 I 1 IIIII |
] . . NFK n 10 e I I ] L L L I 1 II I II LRIRELL] ]
i : : NomI'.I....IqI i e Lkl ..'In O e iy

ATPEVID: 1l | IIIIIIIII IIII | II ) I I i | " I“II|IIII + III|I IIII| 1 III
TCIRGl IIIII+|I ] M‘ " | IIII Illll ‘I 1 IIIIII |I II‘IIII I“II“IIIII IIII .II I|I|I I

LVNII ‘ II I IIIIIIIIII| ' I L IlIIIIIIII IIllllll L1} hlll IIII Il II III II Illl

A A

Neg. ES "NON.clus1" Pos. ES: "clus1" cxcmq# ||I| I o I | | Mk “'”" it |'||"II | |||“|||
!

:I 1 1II III I Im‘ll I|I Illli I IIIIIII II |

P(ES)

-0.6
]

-1.0

"clus1" "NON.cIIJsl"

! ! ! ! ! ! ! ! !
0 5000 10000 15000 -0.6 -0.4 -0.2 0.0 0.2 0.4

Gene List Index ES
Number of genes: 18170 (in list), 66 (in gene set) ES =-0.394 NES =-1.53 Nom. p-val= 0.0358 FWER= 0.862 FDR= 0.242



