Running Enrichment Score (RES)

0.4

-0.8 -0.6 -0.4 -0.2 0.0 0.2

-1.0

Gene Set 95 : KEGG_NUCLEOTIDE_EXCISION_REPAIR Gene Set Null Distribution

q- —
—— Gene Set Null Density
—— Observed Gene Set ES value
o
Pon) N ]
: . 0
: Zero crossing at 7849 w
Peak at 5385 o
| ‘| ' - —
o
clusd” "NON.clus4" Neg. ES "NON.clus4" Pos. ES: "clus4"
T T T T T T T T T T T
0 5000 10000 15000 -0.6 -0.4 -0.2 0.0 0.2 0.4 0.6
Gene List Index ES

Number of genes: 18646 (in list), 43 (in gene set) ES =0.371 NES =1.5 Nom. p-val= 0.0988 FWER= 0.857 FDR= 0.217
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