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Missense
Splice site
Nonsense

QKI
IL18RAP
COL1A2

OR5W2
ZPBP
ABCB1
OR5D18
LRFEN5
ATRX
LRRC55
DCAF12L2
SEMASE
OR5D13
UGT2B28
SLC5A7
LUM
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ZNF99
OR5P2
SLC26A3
PCDH11X
CNTNAP2
PIK3C2G
ILAR
SCN9A
PSG8
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O Frame shift
O In frame indel
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