- REACTOME_SMAD2_SMAD3_SMAD4 HETEROTRIMER_REGULATES _ Gene Set Null Distribution Heat Map for Genes in Gene Set
clus4 NON.clus4

—— Gene Set Null Density
- Observed Gene Set ES value

2.0

0.0

HH\I‘\WWH\\\I
C\H\I\\HHWIW MQI

I“wl

TFDP1 | M I‘ v ||h

’I)

I;;p h

15
]
S
Q
S8
=

92}
<
>
o)
N

| | |ﬁ I} W
_ﬁﬁgg\IHM\IIH ‘ H “ |
T {‘ N

|
TGIEL UM L "
”‘ ‘H‘ MENlIN\\HMMM (TR A

1.0

P(ES)

Zero crossing at 8997

Peak at 15041

7AII Hvﬂ W|
JUNB I FLIEF A I 1

“
cars ) (1|01 | ni ‘ hﬁ liin

CDK8|H%\HM H|\ I LHACKL R S NHH | 1 H”H
Il

|||H{JWIINI‘I Iﬁw:lﬂumldi

CCNT1 I L
CUNCY {1 I L |

: : | ' MYCIW HHWHIHH M\ 1) LE ORI
o : 5 '..‘ . . o NI HIHH HH L I\\Hi I’\WIH\\IHV\N\\W
< o "clus4” : *NON.clus4" Neg. ES "NON.clus4 Pos. ES: "clus4 CDKN2B 1 LR ‘W\HHHNHW\WIHN\INMH L ”“\w l
' SERHNEHHHHWIHHMHW\NIW\HWWHI|||\WHHH LTTARE RN R

-1.0
]

0.5
2]
<
>
)
w

Running Enrichment Score (RES)
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Gene List Index ES
Number of genes: 18525 (in list), 25 (in gene set) ES =-0.612 NES = -1.77 Nom. p-val= 0.00996 FWER= 0.649 FDR= 0.801



