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Gene Set  71 : KEGG_ENDOCYTOSIS

Number of genes: 18113 (in list), 179 (in gene set)
Gene List Index

R
un

ni
ng

 E
nr

ic
hm

en
t S

co
re

 (
R

E
S

)

"clus3" "NON.clus3" 

Peak at 4663
Zero crossing at 10412

−0.4 −0.2 0.0 0.2 0.4
0

1
2

3
4

Gene Set Null Distribution

ES = 0.362  NES = 1.56 Nom. p−val= 0.0362 FWER= 0.949 FDR= 0.209
ES

P
(E

S
)

Gene Set Null Density
Observed Gene Set ES value

Neg. ES "NON.clus3"  Pos. ES: "clus3" 

 Heat Map for Genes in Gene Set

 

 

CBLC
VPS37D

EPN3
ERBB3

CHMP4C
HSPA1B
CLTCL1

PLD1
FGFR4

HSPA1A
PARD3

PARD6A
FGFR3
PRKCI

PARD6B
FGFR2
ASAP2
RAB4A

DNM1
CHMP2A

CLTA
AP2S1
AGAP1

RAB11A
LDLR
CLTB

RAB11FIP1
PSD3
EGFR

CHMP5
VPS25
EPN1
EPN2

RAB5C
SH3GL1

TFRC
CDC42

TSG101
SMURF1

SNF8
SRC

RAB11FIP5
NEDD4L

VPS36
CLTC

CHMP4B
RAB11B

AP2A1
ARFGAP3
CHMP1B
CHMP2B

HRAS
ARF6
FLT1
F2R
MET

VPS4A
PLD2
EEA1

STAM2
NEDD4

PDCD6IP
DNM1L
AP2M1

VPS37B
HSPA8
RAB5A
CXCR1

RAB22A
CHMP6

CHMP4A
PRKCZ

PIP5K1A
STAMBP

RAB5B
FAM125A

PSD
SMAP1

VPS37C
AP2A2

RAB11FIP3
MDM2
STAM
GIT1
VTA1
USP8

VPS4B
HGS

VPS45
VPS37A

SH3GLB2
ITCH

VPS28
RAB11FIP2

SH3GLB1
ARFGAP2

WWP1
ERBB4
AP2B1

ARFGAP1
RNF41

SMURF2
ARAP1

EHD2
DNM2

ARAP3
PIP5K1C
HSPA1L
ACAP3

RABEP1
RAB31
HSPA2

EHD4
PIP4K2B

ASAP1
CBL

SH3GL3
EHD1
CBLB

HLA−G
SH3GL2

RUFY1
ACAP2

DAB2
PSD4

HLA−C
ARAP2

ZFYVE20
HLA−A
HSPA6

ADRBK1
PARD6G

SH3KBP1
TRAF6
ADRB3
CXCR2
ARRB2

PSD2
GIT2

EPS15
IQSEC1

PIKFYVE
HLA−B

KIT
DNAJC6

FAM125B
HLA−E

KDR
ASAP3

IQSEC2
PDGFRA

LDLRAP1
RAB11FIP4

GRK6
ARRB1

GRK4
RET

GRK5
ADRBK2

EHD3
SMAP2
ADRB1
HLA−F
IGF1R

CSF1R
EGF

NTRK1
DNM3

CXCR4
GRK7
IL2RG

IQSEC3
ADRB2
AGAP2
IL2RA

PIP5K1B
ACAP1
IL2RB
CCR5
Class

T
C

G
A

_3
X

_A
AV

E
_0

1

T
C

G
A

_W
5_

A
A

2H
_0

1

T
C

G
A

_W
5_

A
A

2R
_0

1

T
C

G
A

_W
5_

A
A

2U
_0

1

T
C

G
A

_W
5_

A
A

30
_0

1

T
C

G
A

_3
X

_A
AV

9_
01

T
C

G
A

_3
X

_A
AV

A
_0

1

T
C

G
A

_3
X

_A
AV

B
_0

1

T
C

G
A

_3
X

_A
AV

C
_0

1

T
C

G
A

_4
G

_A
A

Z
O

_0
1

T
C

G
A

_4
G

_A
A

Z
T

_0
1

T
C

G
A

_W
5_

A
A

2G
_0

1

T
C

G
A

_W
5_

A
A

2I
_0

1

T
C

G
A

_W
5_

A
A

2O
_0

1

T
C

G
A

_W
5_

A
A

2Q
_0

1

T
C

G
A

_W
5_

A
A

2T
_0

1

T
C

G
A

_W
5_

A
A

2W
_0

1

T
C

G
A

_W
5_

A
A

2X
_0

1

T
C

G
A

_W
5_

A
A

2Z
_0

1

T
C

G
A

_W
5_

A
A

31
_0

1

T
C

G
A

_W
5_

A
A

33
_0

1

T
C

G
A

_W
5_

A
A

34
_0

1

T
C

G
A

_W
5_

A
A

36
_0

1

T
C

G
A

_W
5_

A
A

38
_0

1

T
C

G
A

_W
5_

A
A

39
_0

1

T
C

G
A

_W
6_

A
A

0S
_0

1

T
C

G
A

_W
D

_A
7R

X
_0

1

T
C

G
A

_Y
R

_A
95

A
_0

1

T
C

G
A

_Z
D

_A
8I

3_
01

T
C

G
A

_Z
H

_A
8Y

1_
01

T
C

G
A

_Z
H

_A
8Y

2_
01

T
C

G
A

_Z
H

_A
8Y

4_
01

T
C

G
A

_Z
H

_A
8Y

5_
01

T
C

G
A

_Z
H

_A
8Y

6_
01

T
C

G
A

_Z
H

_A
8Y

8_
01

T
C

G
A

_Z
U

_A
8S

4_
01

clus3 NON.clus3


