
0 5000 10000 15000

−
1.

0
−

0.
5

0.
0

0.
5

Gene Set  8 : KEGG_STEROID_HORMONE_BIOSYNTHESIS

Number of genes: 18113 (in list), 51 (in gene set)
Gene List Index

R
un

ni
ng

 E
nr

ic
hm

en
t S

co
re

 (
R

E
S

)

"clus5" "NON.clus5" 

Peak at 1105
Zero crossing at 8811

−1.0 −0.5 0.0 0.5 1.0
0.

0
0.

5
1.

0
1.

5
2.

0

Gene Set Null Distribution

ES = 0.809  NES = 1.77 Nom. p−val= 0 FWER= 0.642 FDR= 0.0655
ES

P
(E

S
)

Gene Set Null Density
Observed Gene Set ES value

Neg. ES "NON.clus5"  Pos. ES: "clus5" 

 Heat Map for Genes in Gene Set

 

 

SULT2B1
UGT1A10

UGT1A8
UGT1A7
HSD3B2

HSD11B2
SRD5A3
AKR1C1

STS
CYP19A1
AKR1C3

CYP21A2
CYP7B1

HSD17B7
AKR1C2

HSD17B8
HSD17B12

COMT
UGT2A3

UGT2B11
HSD17B1

CYP3A5
SRD5A1

HSD17B3
HSD17B2

CYP1B1
UGT2B28

UGT1A5
UGT2B15
SULT1E1
CYP3A7
UGT1A6
UGT1A9

CYP11A1
HSD11B1

UGT2A1
CYP17A1
UGT2B4
UGT2B7
UGT1A3
AKR1C4

CYP3A43
CYP1A1
CYP7A1
UGT1A1

HSD17B6
UGT2B10

CYP3A4
SRD5A2
UGT1A4
AKR1D1

Class

T
C

G
A

_W
5_

A
A

2G
_0

1

T
C

G
A

_W
5_

A
A

2O
_0

1

T
C

G
A

_W
5_

A
A

31
_0

1

T
C

G
A

_W
5_

A
A

33
_0

1

T
C

G
A

_W
5_

A
A

39
_0

1

T
C

G
A

_W
D

_A
7R

X
_0

1

T
C

G
A

_Y
R

_A
95

A
_0

1

T
C

G
A

_Z
H

_A
8Y

4_
01

T
C

G
A

_Z
H

_A
8Y

8_
01

T
C

G
A

_3
X

_A
AV

9_
01

T
C

G
A

_3
X

_A
AV

A
_0

1

T
C

G
A

_3
X

_A
AV

B
_0

1

T
C

G
A

_3
X

_A
AV

C
_0

1

T
C

G
A

_3
X

_A
AV

E
_0

1

T
C

G
A

_4
G

_A
A

Z
O

_0
1

T
C

G
A

_4
G

_A
A

Z
T

_0
1

T
C

G
A

_W
5_

A
A

2H
_0

1

T
C

G
A

_W
5_

A
A

2I
_0

1

T
C

G
A

_W
5_

A
A

2Q
_0

1

T
C

G
A

_W
5_

A
A

2R
_0

1

T
C

G
A

_W
5_

A
A

2T
_0

1

T
C

G
A

_W
5_

A
A

2U
_0

1

T
C

G
A

_W
5_

A
A

2W
_0

1

T
C

G
A

_W
5_

A
A

2X
_0

1

T
C

G
A

_W
5_

A
A

2Z
_0

1

T
C

G
A

_W
5_

A
A

30
_0

1

T
C

G
A

_W
5_

A
A

34
_0

1

T
C

G
A

_W
5_

A
A

36
_0

1

T
C

G
A

_W
5_

A
A

38
_0

1

T
C

G
A

_W
6_

A
A

0S
_0

1

T
C

G
A

_Z
D

_A
8I

3_
01

T
C

G
A

_Z
H

_A
8Y

1_
01

T
C

G
A

_Z
H

_A
8Y

2_
01

T
C

G
A

_Z
H

_A
8Y

5_
01

T
C

G
A

_Z
H

_A
8Y

6_
01

T
C

G
A

_Z
U

_A
8S

4_
01

clus5 NON.clus5


