REACTOME_RECRUITMENT_OF_MITOTIC_CENTROSOME_PROTEINS_

Running Enrichment Score (RES)

0.0

-0.5

-1.0

; Zero crossing at 7963
Peak at 5241

"NON.clus3"

T T T T
0 5000

10000 15000

Gene List Index
Number of genes: 17666 (in list), 59 (in gene set)

P(ES)

3.0

25

2.0

15

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
- QObserved Gene Set ES value

Neg. ES "NON.clus3" Pos. ES: "clus3"

T T T T T T T
-0.6 -0.4 -0.2 0.0 0.2 0.4 0.6

ES
ES =0.437 NES =1.77 Nom. p-val= 0.0298 FWER= 0.578 FDR= 0.379

Heat Map for Genes in Gene Set
NON.clus3

clus3

A
r!.l';l
. |..

i e

=y mid

bt g P,
T

DYNC1I2
CDK5RAP2
B

CEP63

e
‘ ..1 N |
- s
’
e riaga

4
=z c
z 22,228
P ngug%n
5 AB2RRS
I | |
. . “
|

|
"

92385
24528
E555.8
|
m
| |
n
|
Il. I | W

DYNC1H1
HSP90AAL

3
ox
8z
L

&

-'1_

W
.-F-:!"-,'.

=5

||
- ||
|

Y - - -

AZIL | |

SSNAL || ||

TUBALA[ | |

CETN2

DCTN: || | L

TUBA4A |

PRKAR2B ‘

SDCCAGS| || ||
3,858 383383385 88 885338 853 3353533353533 385 333885 3353585388335¢2 383

I

gunodexorzZenZoddu sy e gasgrnggsgrgnsne oo <> N o« @
RIS R E R R R I EEE L E AR L T T
<|(‘LL‘<‘<‘<‘<‘<‘<‘<‘<\<‘<‘<I<|<ILLILLILLILLILL‘LL‘<\E‘m‘m‘m‘w‘nu‘no‘w‘m‘m|<|<|<|(l<|(l<l<‘(‘(‘<‘<‘<‘ x4
L T TR Tl e e g S O gl i S T T T i EXEODDHDDBDDOOn
T i‘ qrrrooe o fEE “luli' ddd &‘ :‘ 2\ 2\ 2\ j 2\ 2\ 2\ j 3'0|0|0|w| 00 3 0,000 0 g%
TS LS LIS ES000000<S 0000006 dedddc s <<
8838888303388 808 PPl EEPEES588888833888888833
FEFFREFRERFREFRERFF RrEFEFEFEFF PP rErRRRPRPPRRORRFRRRER



