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Corr. Area Bias to "NON.clus4" =18.5%
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Heat Map for Genes in Dataset

| |L ) u g

1l III

il
| hll I|IIII l: I:II
i
UL WRTTLEN
T
il

I

P(NES)

p-val/g-val

0.000 0.005 0.010 0.015 0.020

-0.005

0.2 0.4 0.6 0.8 1.0

0.0

Global Observed and Null Densities (Area Normalized)
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