Running Enrichment Score (RES)

Gene Set 426 : REACTOME_MITOCHONDRIAL_PROTEIN_IMPORT

0.5

0.0

-0.5

-1.0

Zero crossing at 7763
Peak at 5864

"clus2" E E "NON.cIusZ"I

! ! ! !
0 5000 10000 15000

Gene List Index
Number of genes: 18496 (in list), 49 (in gene set)

P(ES)

25

2.0

15

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
= Observed Gene Set ES value

Neg. ES "NON.clus2" Pos. ES: "clus2"

T T T
-0.5 0.0 0.5

ES
ES =0.556 NES =1.79 Nom. p-val= 0.0537 FWER= 0.656 FDR= 0.598

Heat Map for Genes in Gene Set
clus2 NON.clus2

TOMMS5, III IIIIIIIIII III IIII IIII IIIIII Ii | IIII II IIIIIIIII IIIIIII I | IIIII I IIIIIIII II’ IIII I III IIIII I II IIIIIIII IIIIIIII | IIIIII IIII I I I III IIII I
‘AI'TPSG“IIIIIIIIIII’II III II III LI IIIIIIIIII IIIIIIIIIII I ] III‘IIHI II II IIIIIIIIII IIIII II III 1 II II I IIIII II II IIIII IIIII | IIIIIIIIIIIIII #‘IIIIII‘I

‘I:er\AI\:IIIMﬂszol I IIIII IIIIIIII ! IIII IIIIIIIII IIIII Il IIII I III IIIIIIIIIIII I IIII II | I IIII IIIIIIII ! |IIIIII||II IIIIIIII| III | IIIIII i IIIIIII h

E%T’%él |II IIIHIIIIIIII IIIIIIIIIII| IIIIIIIII | II| III|III IIIIIII IIIIII IIIIIIIII IIIIIIIII (« II II‘III IIIII II IIIIIIII IIIIIIIIIIIIIIIIIII |IIII|I III I IIIIIIIIIIIIIII IIIIIIIIIIIIII IIIIIIII

C18 rf55II|IIII IIIII III IIIIII ’II IIII II IIIII IIII IIIIIIII IIIIIII II IIIIIII IIIIIIIIIIIIIII IIII II II | IIIIIIII IIIIII I‘IIII III l I, ‘IIIIII IIIIIIIIIIIII IIIII I III II II

SAMMSOII II | III ‘h I|II II II II IIIII IIIIIII II IIII | IIII IIII IIIII IIII *I IIrIIId: II IIII]IIIIIIIIII*I I IIII II IHIII III IIIIII II Ik II IIWIIII IIIIII I‘h
!

(A ol III i

IIIIIII IIIIIIIIIIIII IIIIII II |II III IIIIII III

i
ATPSB IIIIIII I
PMPCBII”II|I I

i ':I'H'Il:l” | H'II "‘IlIlIIII " ”I M
G::EI;:IIIII IIIIIIIII II’III III III II IIII:IIIIlIIlllII II IIIIIII“I i IIIIIIIIIIIIIII:I I.III IIIIIIIIIIIII III i IIII I 0 I ”I I I IIIIIIII IIII IIIIIII
| I | (I ||I

II'IIHIIII Al Wt
TIMM8B I IIIIII .II I IIII IIII”IIIIIII I” IIhII Il

TI’I\I’I\F/’I??:IIIIIIIIII IIIIIIIIIII || III L} AN IIII III III III W (ORI I II 1l I I OB L0 A
TI M4SI III1 IIIIII ‘IIIIIIIIII IIIIIIIIII IIIIIIIIIIII IIIII ! IIIIII III II IIIII| I 1 IIIIIII III IIIIIIIIII II (10 IIII:I III |IIIIII | III II)IIIIIIIIIII

MT><1 | ‘ III‘IHI* III | II Wl I il I I1][A III ' | | III| HIIIIIIlIII IIIIIIIIIIIIII IIII II
e ;II it ey

SLCZSAG

T.MMQI (e A il h II AT mh il e
EIgDH31<E IIIII IIIIIIIIIlrI :IIIIII IIIIIIIIIIIiI IIIII IIIIIIIIII IIIII IIIIII IIIIII I m IIIIIII'IIII IIIII IIII IIIIIII IIIII I IIIIIIIII‘III IIIIIIIIIIIIIIII“ ‘I IIIIIII



