Signal to Noise Ratio (S2N)

0.0 0.5 1.0

-0.5

Gene List Correlation (S2N) Profile

Global Observed and Null Densities (Area Normalized)

-1.0

Tp)
—
g
Corr. Area Bias to "NON.clus1" =11.6% o —— Null Density
Zero Crossing at location 8948 (47.8 %) —— Observed Density
—— Observed NES values
o
—
S
o
n
w38
"NON.clus1" £ 9
o o
o
S
8
° [ N
Neg. ES: "NON.clus1 " Pos. ES: "clus1”
o)
o
_ 3
I I I I C|> I I I I I I I
0 5000 10000 15000 -3 -2 -1 0 1 2 3
Gene List Location NES
Heat Map for Genes in Dataset p—values vs. NES
clusl NON.clus1
PR - ﬁ
a
]
]
[o0] ] [ ]
S [ ]
[ ]
[ ]
_ © n | -
<I§ o
g
IS .
s ® Nominal p-val
o g - = FWER p-value
® FDR g-value
| T
o
e |
o




