Running Enrichment Score (RES)

0.5

0.0

-0.5

-1.0

Gene Set 18 : KEGG_TRYPTOPHAN_METABOLISM

Zero crossing at 9958

Peak at 2576

"NON.cIusS"l

! ! !
5000 10000 15000

Gene List Index
Number of genes: 17971 (in list), 39 (in gene set)

P(ES)

15 2.0 25 3.0

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
= Observed Gene Set ES value

Neg. ES "NON.clus3" Pos. ES: "clus3"

T T T
-0.5 0.0 0.5

ES
ES =0.621 NES = 1.64 Nom. p-val= 0.00428 FWER= 0.859 FDR= 0.0514

Heat Map for Genes in Gene Set
NON.clus3

ﬁ::%’\fglg \ ‘| il X| |||} ’I|||”|I|:|l’|| ll MIII‘I|IJ|II I“ ‘||!|”; II\ ’N| ll‘ N“,”;\’IHM “I ;Irll|! ‘H l\ I le
vj,:::lllll l::lll“ | |||‘|"i”|, iml‘ I:’I| | llllll ll IIIII{Illllhl:ll| ::II l:llllll‘l ,llllil| Iwm ||E||| ”H””‘I ‘” |:I: “llll ll |I ||I|II||II ll‘ljlllllf
ACA;i |:| “l“ ‘I“ ||||II|:I| ‘ !lll ‘IF’ 1 (sll I HII\I M'M ’II\ lli:\:lmlllll’l ”: ]“Il ‘E Ill‘:llllllr‘ ’ll:r =~ ?:I»YI ‘:ll |
A:)CSZ’{/EBMHH”H :l I|\IIII |||||||I‘: |H”llll I\ H‘I“l || \ll || HH \I’|| ‘I ‘ Illllll:l JH |IIkII||”|‘| I||IlHIIIHI:I|| ||,|| IH| \lll\lll\llll l:I\H
gl "ﬁ.h u. M\,.lw ! i l”'H”\:umH"'puf i k i M.nnf i
/:E::a;[:::ll 1|\" II“II‘I i\l fli ‘I‘ ll\l‘ ‘lli ||| |||Il: l”lllillllllll}: “I.llhllﬂlkllvl‘l‘ll }l:ln ||||”I|| I !!ll i :HI||| |I| \l
ﬁtBHSAZ :IH: [ l;Il Hl ”’ll l:I‘l\l‘l\IH ‘l lll”lll Il Hl“ ‘l (l ll\|| II’l:ll:\lllllI lt’"'lll::{): Il iIl{:li’l:| ||”|¢\ IE ||||||||I I| ||II
MAOA ﬁ |I ! ’|”II|‘|“|| |i'II Ili FIrll III‘ |IIII|I ‘ |||III ||I\:‘III\| [I |:lhlll \?rﬂhllu“{ |‘||‘| Illlllll!I||| VHHII”'F I‘llhll’

il

\IH



