
0 5000 10000 15000

−
1.

0
−

0.
5

0.
0

0.
5

Gene Set  382 : REACTOME_FORMATION_OF_THE_TERNARY_COMPLEX_AND_SUBSEQUENTLY_THE_43S_COMPLEX

Number of genes: 17666 (in list), 49 (in gene set)
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Gene Set Null Distribution
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 Heat Map for Genes in Gene Set

 

 

EIF3C
EIF3A

RPS4Y1
EIF3J

RPS26
RPS28
EIF2S1
EIF1AX

EIF3E
EIF2S3
EIF3B
EIF3D

RPS23
EIF3I

RPS18
RPS2
EIF3H

EIF2S2
RPS17
RPS27
RPS14

RPS8
RPSA

RPS13
RPS25
RPS24

RPS6
RPS20
RPS12
RPS16

RPS3
RPS11
RPS3A

RPS9
EIF3G
RPS5

RPS27A
FAU

RPS4X
RPS7
EIF3F

RPS15A
RPS10
RPS29
RPS21
RPS19
RPS15
EIF3K

RPSAP9
Class

T
C

G
A

_F
F

_8
04

1_
01

T
C

G
A

_F
F

_8
04

3_
01

T
C

G
A

_F
M

_8
00

0_
01

T
C

G
A

_G
8_

69
07

_0
1

T
C

G
A

_G
8_

69
09

_0
1

T
C

G
A

_G
R

_7
35

3_
01

T
C

G
A

_G
S

_A
9T

Y
_0

1
T

C
G

A
_R

Q
_A

A
AT

_0
1

T
C

G
A

_F
A

_8
69

3_
01

T
C

G
A

_F
A

_A
4B

B
_0

1
T

C
G

A
_F

A
_A

4X
K

_0
1

T
C

G
A

_F
A

_A
6H

N
_0

1
T

C
G

A
_F

A
_A

6H
O

_0
1

T
C

G
A

_F
A

_A
7D

S
_0

1
T

C
G

A
_F

A
_A

7Q
1_

01
T

C
G

A
_F

A
_A

82
F

_0
1

T
C

G
A

_F
A

_A
86

F
_0

1
T

C
G

A
_F

F
_8

04
2_

01
T

C
G

A
_F

F
_8

04
6_

01
T

C
G

A
_F

F
_8

04
7_

01
T

C
G

A
_F

F
_8

06
1_

01
T

C
G

A
_F

F
_8

06
2_

01
T

C
G

A
_F

F
_A

7C
Q

_0
1

T
C

G
A

_F
F

_A
7C

R
_0

1
T

C
G

A
_F

F
_A

7C
W

_0
1

T
C

G
A

_F
F

_A
7C

X
_0

1
T

C
G

A
_G

8_
63

24
_0

1
T

C
G

A
_G

8_
63

25
_0

1
T

C
G

A
_G

8_
63

26
_0

1
T

C
G

A
_G

8_
69

06
_0

1
T

C
G

A
_G

8_
69

14
_0

1
T

C
G

A
_G

R
_7

35
1_

01
T

C
G

A
_G

R
_A

4D
4_

01
T

C
G

A
_G

R
_A

4D
5_

01
T

C
G

A
_G

R
_A

4D
6_

01
T

C
G

A
_G

R
_A

4D
9_

01
T

C
G

A
_G

S
_A

9T
Q

_0
1

T
C

G
A

_G
S

_A
9T

T
_0

1
T

C
G

A
_G

S
_A

9T
U

_0
1

T
C

G
A

_G
S

_A
9T

V
_0

1
T

C
G

A
_G

S
_A

9T
W

_0
1

T
C

G
A

_G
S

_A
9T

X
_0

1
T

C
G

A
_G

S
_A

9T
Z

_0
1

T
C

G
A

_G
S

_A
9U

3_
01

T
C

G
A

_G
S

_A
9U

4_
01

T
C

G
A

_R
Q

_A
68

N
_0

1
T

C
G

A
_R

Q
_A

6J
B

_0
1

T
C

G
A

_V
B

_A
8Q

N
_0

1

clus5 NON.clus5


