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Gene List Correlation (S2N) Profile

Corr. Area Bias to "NON.clus1" =3.9%
Zero Crossing at location 8866 (47.5 %)
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Heat Map for Genes in Dataset
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Global Observed and Null Densities (Area Normalized)
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p—values vs. NES

® Nominal p-val
= FWER p-value
® FDR g-value




