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Syn.

Missense
Splice site
Nonsense

3
SLC4A10

SERPINB4
PRAMEF11

RG
CCD'C\JA1 02B

NDA
OR11L1
BCLAF1

PDE1A
OR4E2
MUM1LA

CYP4z1
OR51L1
CRISP3
LONRF2
CNTNAPS
KLHL4
OR2L3

NOTCH2NL

C1orf168
MAGEB18
SLC30A8
LILRB4
GRXCR1
SDR16C5
S100A9
SLC38A4

fraction

@ Frame shift
O In frame indel
@ Other non syn.
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-log10(g-value)



