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A->G
(A/G)p*C->T
(C/Mp*C->T
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Syn.

Missense
Splice site
Nonsense

e NF1

NRAS
TPTE
TP53

GRXCR1
BRAF

|| TRAT1

|| ZNF585B
|| TPTE2
OR51S1
RAC1
CDKN2A
c7
C150rf23
GLRB
FAM58A
EPHA6
NAP1L2
SLC9A11
OR4K5
ADAMTS20
SLC38A4
OR2T2
PRB2
COL21A1
PROX1
OR4N2
C8A
ANGPT1

SERPINB11

THEMIS
LPPR1
C180rf34
FRG2B
SNAP91
SLC27A6
CXorf22
NOBOX
MUC7
SYT17
GIMAP7
ASB15
PROL1
OR4A15
OPRK1
DSG3
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SKCM-FS-A1Z3-TM

SKCM-FS-A1ZA-TM

SKCM-FS-A1ZP-TM

SKCM-EE-A29V-TM

SKCM-EE-A2A2-TM

SKCM-EE-A20C-TM

SKCM-EE-A17X-TM

SKCM-EE-A3AE-TM

SKCM-EE-A3J5-TM

SKCM-GN-A266-TM

SKCM-EE-A2GO-TM

SKCM-EE-A2MS-TM

SKCM-EE-A2MJ-TM

SKCM-EE-A29N-TM

SKCM-EE-A2MT-TM

SKCM-EE-A2GR-TM

SKCM-EE-A182-TM

SKCM-EE-A2GC-TM

SKCM-EE-A3JD-TM

SKCM-D3-A2JA-TM
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SKCM-EE-A181-TM
SKCM-ER-A19F-TM
SKCM-DA-A110-TM
SKCM-DA-A1IC-TM
SKCM-EE-A2MI-TM
SKCM-D3-A2JF-TM
SKCM-EE-A180-TM
SKCM-ER-A19A-TM
SKCM-FW-A3I3-TM

@ Frame shift
O In frame indel
@ Other non syn.
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