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Data Dashboard:  2012_03_21

PANCANCER Method
 simple aggregation 
of all disease types

Need more sophistication?



Data Dashboard:  2012_03_21

In just 2 weeks
since last data run
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PANCANCER Method
 simple aggregation 
of all disease types

Need more sophistication?



Data Standardization Run Status

6 failures of 40 datasets :  
mostly RNA-Seq, miR-Seq

85% successful

hg18 vs hg19?
miRbase v13, v16?  (LCD, drops samples)

platform differences
Issues :



Analyses Run Status

9 good, 
9 bad

9 not run

Issues: 

9 good, 
9 bad

9 not run

• Size -> memory exhaustion
• lurking configuration assumptions, like 1 tumor/platform
• hg18 vs hg19 
• etc



http://gdac.broadinstitute.org/runs/tmp/PANCANCER_2012_03_21/

Sneak Peek
Current Run



http://gdac.broadinstitute.org/runs/tmp/PANCANCER_2012_03_21/


