p.K54E
p.V66I

LN

p.Y149C
P.Q240%
p.N325H
p.G328C

200

400

x LL >- x O W — O
<t < O ~N~O N © ™M
N~ o™ N~ O © © - i (@))
<t Lo © NN~ 0 (@)) o
nd > T oo O > 0p)]
o o o 0o oo o o
| |
600 800 1000

ATP. {EC0O:0000244|PDB:3LLM, ECO:0000269|PubMed:114m Frame_Shift Del
_ n w EC0:0000269|PubMed:93231 A Nonsense_ Mutation
siRNA-binding. LI)ECO:OOO 244lPDB:3VY , ECO:0000269| © Missense Mutation

Interaction with CREBBP.

SIRNA-binding.
Interaction wit

EC0:0000244|PDB:3VYX ECO:0000269
RCA1. {EC0O:0000269|PubMed:966239

SiRNA-binding. ECO:0000305|PubMed:23361462.

Necessary for interaction with
Necessary for interaction with H2AFX.
MTAD.ECO:0000269|PubMed:114161

NA olimerase Il h

%CO:OOOO269

Core helicase. ECO:0000305|PubMed:25062910.
HA2. ECO:0000269|PubMed:25062910.
OB-fold éECO:OOO 269|PubMed:20696886, ECO:0000269

RGG. {E

DEIH box. = _
Nuclear localization signal
Nuclear localization signal

(

NLS1
NLS2

3

0:0000269|PubMed:10207077, EC0O:0000269|Pub

. EC0O:0000255.
. {ECO:0000269|P

p.L1065Cfsx20

p.R1166x
p.G1200C

1200



