
0 100 200 300 400 500 600 700

p.
Q

66
E

p.
P

11
4L

p.
R

14
0Q

p.
S

21
1I

p.
R

33
8H

p.
N

39
4S

p.
R

45
2C

p.
H

66
8N

p.
T

69
3I

N−terminal domain similar to Nudix hydrolase domai
Interaction with ITGB1BP1.
Interaction with RAP1B. {ECO:0000269|PubMed:225771
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