100 |

= i = Syn. @ Frame shift
) 80 B Missense O Inframe indel
m Syn. & 60 m Splice site @ Other non syn.
B Nonsyn. ® 40 . @ Nonsense
=}
£ 20 " H HH i o H of ey
#® Ml s sl b i ol i, il iiiiiaiiI|i;I|IiIiiIiaii,ﬁ,iiaiii=ii;_,ii__.iii.iiiiai.iﬁiim.., e e B e e
I 7~ | KEAP1
I 5217110 1 OOl TP53
I 262 | 1] (AR (NN KRAS
8% AT | [ STK11
H 5% I i il CRIPAK
| EEEAN| ] I | EGFR
G I L1 CDKN2A
 REA I I | ARG I O | NF1
B 6% | 0 O ET | I ([T | [ T RBM10
I 5% {1 A A W R Il ] SMARCA4
13% | I I I I I SIK2
I 7% A ANGLT JuA R I L MUC7
Mo | L MR ] il PSG7
IO oo N [ 1) (AQ0 10 | WU LS R GPR112
I - ([ 11 0 (N §0 O 0 UCWAW ACATH0 rr w1 [ FLG
0 4% ] I I RIT1
BT BN [ MYL10
I 3% | | SPRR3
M 8% TR A WA R 0 BRAF
B5% | I 1 RB1
[ I I I 100 |
200 150 100 50 0 80 05 20 35
# mutations -log10(g-value)
60 %
O3 indel Il °
[m] Z]:Te_':;glrisversion 40
O A:T_transition 20
O other_C:G_transversion
O other C:G_transition 0
@ CpG_transversion
m CpG_transition




