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Syn.

Missense
Splice site
Nonsense

NSD1
PIK3CA
CDKN2A
HRAS
TP53
NFE2L2
NOTCH1
FAT1
CASP8
JUB
MLL2
FBXW?7
EPHA2
ZNF750
FLG
B2M
IL32
EP300
RHOA
HLA-A
CTCF
RB1
TGFBR2
CSMD3
NECAB1
KRTAP1-5
MAPK1
PLSCR1
CNPY3
EPB41L3
RAC1
CUL3
TRPV4
PRB2

fraction

@ Frame shift
O In frame indel
@ Other non syn.
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