§ gg @ Syn.

D I B Missense
= Syn. 5 40 I I Splice site
m Non syn. 'E 30 l - Bl Nonsense

g ?8 .l- .l I.'l i I. = .'-- N H i 1 =,

® Illii |iiii||| il ilkiii...i iliiiiil_iilllliilii iIliIiiiiii-iiiiailiiii_i || (-

49% [N TP53
[ pzeAlllll] nnm | KDM6A
B 3% [ RB1
| Al ni 1 i ARID1A
B 14% [[]] ] CDKN1A
P 25 | I noLim | | A MLL2
B s | Snm ELF3
| REA| | il 1] imi {[[[]]] FGFR3
W5 | | 1 11 | CDKN2A
I i1 | | | [} i | nn STAG2
s | | | | I m | NFE2L2
| BESAN | I N 11 g [[]]]] ERCC2
B oo Il | | i1 | imn FBXW7
s 1 m 11 RHOB
s | 1 1 T T | 11 TSC1
M 5% | | | i1 FOXQ1
[ Foo NN imirrm | I m 1 n 1 PIK3CA
I 9% | 1 L1 | 11 1110 RXRA
I 13% il i n TEIERL T EEEEER L TECEEH T | CREBBP
1% 1 nil 1 | I 1 | | im 1l ERBB3
| 12% 11 11 nl 11 i FAT1
I -1 1 1 IHm | i | | | MLL
H 5% | | 1 N HRAS

B 3% | | 11 ACRC

I 7 | | 11 | TXNIP
s 1 1 | I 1 ECM1
I 8% | I | | | | KLF5

M 7% | 11 | | 1 11 | RBM26

W 3% | | | | | RAD51C

4% | | | | | | CEP192

7% | 11 1| i1 | ASXL2
100
60 40 20 0 80 -
# mutations 60 = S
L5
m u el £
: / l i 2
?00
O A->mut
O (A/C/G)p*C->(G/A) 80
O Tp*C->A 60
@ (AIC/G)p*C->T %
B Tp*C->(T/G) 40
20

@ Frame shift
O In frame indel
@ Other non syn.

[ A
05 20 835
-log10(g-value)



