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l 12% || IPP
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I 15% || MED12
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I 10% [ [ | AARS2
M 7% ALS2CR11
M 7% ARFGAP3
M 7% | SMG7
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o7 || MBD3
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M 7% || NAPSA
W 7% || EIF3C
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. 7% | | AT
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@ Other non syn.
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