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transver
(A/C/T)p*Cp(A/C/T)->T
A->G
Gp*Cp(A/C/T)->T
*CpG->T
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Missense
Splice site
Nonsense

TP53
PIK3CA
CBWD1

KRAS
ARID1A
PGM5
RHOA
SMAD4
IRF2
LARP4B
APC
FBXW7
CDH1
HLA-B
BCOR
C130rf33
CIC
ACVR1B
ZBTB20
C16orf74
MVK
ERBB2
CR1
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@ Frame shift
O In frame indel
@ Other non syn.
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