2ne Set 160 : KEGG_VASOPRESSIN_REGULATED_WATER_REABSORP

Running Enrichment Score (RES)

-0.6 -0.4 -0.2 0.0 0.2

0.8

-1.0

Zero crossing at 10111

g

Peak at 16393

"clus3"

"NON.CIUSS"

! ! !
0 5000 10000

Gene List Index

!
15000

Number of genes: 18258 (in list), 41 (in gene set)

P(ES)

Gene Set Null Distribution

—— Gene Set Null Density

- QObserved Gene Set ES value

Neg. ES "NON.clus3"

Pos. ES: "clus3"

T
-0.6

T
-0.4

T T T
-0.2 0.0 0.2

ES

T
0.4

ES =-0.368 NES =-1.42 Nom. p—val= 0.138 FWER= 0.949 FDR=1

T
0.6

ass
CREB3L1

BSL
Q 3 ‘ ‘H
DYNLLl |H\|
ARHGDIB |||
DYNClIl |\|}
HI

\ \
CREBSL4\ Il

\HI’I

DYNClLIZ H\
DYNClLIl\I

AQP4 }IIH ll‘

Heat Map for Genes in Gene Set

clus3

\h I |‘”II‘

} ‘\“I ‘ll\:}‘:\ |
‘\II

"\

,M‘“l

alll\ \I‘IH

hﬂ I

’\
I ”‘ I’|III |
|Illlr :
"«‘
|\IH |1

| I|| IIII:lll l:\\}:‘\m‘lll M |”|”||"| lll:lll‘ III||\| ‘\‘H‘:‘ \ ‘\‘\“\‘ Il “IHIH‘H
\II‘I ‘\‘ :”‘ l\ JI;I{I ill" I!I“lll |I| |IfIVI”I(I|I}IIIh||I”I |||IIII ‘”: I/ ll‘l ” |

NON.clus3

H” } l‘ HIHHI||| “h ‘I”Hl | H"“‘II \ \“ I“ I\l\‘ I| H:\‘I \‘ :” I
‘I“hi 'l‘l i ‘Il ’II llll{lulw”n“ll\\‘il ’I!\| lrlll?lll ||““
‘”} | l ‘ \“ \Ill| I‘ i |\HI IH\ ”I’d: llll Il\l'l| “ ||IH| Hll||| | \‘I I\mH II|I| li l\lli
?l lli’l : ll Ililll:l| | Ir H {|;|I “ ‘l: ||: lll‘l‘ :|||||”|| I” |It: lll |Illlll | ll‘
Im ||I l“H ||‘” ””‘hlw Hl\}l“\h I{ ‘\ |Illllll{:ll ‘HI‘Ill IW‘I ! I‘Il :H il h ‘Il\ ‘I\I‘\Il‘| |H\ ‘I ”\\I“ll‘ {’l
"‘ll‘l ‘I‘\lll: H} I|’I!|| ‘H| ]H IIM Il} i I!l ’hlll ||| JII| ‘I ‘ll‘\l |I‘\‘I IIIII‘ H‘\lH‘ }\ ‘Mh
III\Hl\HI‘ \“I [ ‘\‘II Hlll\l‘\ Iil | H \Illl ‘il\l 0 :
I||I||I:I \I‘ !}II‘I'I I lll } I{ !I|i \ll I ‘}I| |‘ "I}| ” ‘I ‘“”H|I|h||" !:IIII: IIII iII}IA ll" }I II I Ihl I’
Il | NN l\lllH‘“lI“ I Il I‘ illlll’lll‘l‘l ||| ! :‘ I} ‘\‘H\ I| ll‘\l\ I”I| Illli{li

| ‘HI{ ﬂll II\IN



