Running Enrichment Score (RES)

0.0

-0.5

-1.0

-1.5

Gene Set 52 : KEGG_FATTY_ACID_METABOLISM

Zero crossing at 10111

Peak at 15761

.

"clus3" "NéN.cIusS"

! ! ! !
0 5000 10000 15000

Gene List Index
Number of genes: 18258 (in list), 40 (in gene set)

P(ES)

2.0

15

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
- QObserved Gene Set ES value

Neg. ES "NON.clus3" Pos. ES: "clus3"

T T T
-0.5 0.0 0.5

ES
ES =-0.618 NES = -1.68 Nom. p—val= 0.0166 FWER= 0.562 FDR= 0.937

Heat Map for Genes in Gene Set
NON.clus3

vl e H T e (L i I
A(}::ﬁéé :‘ I lH llll IHI | \: H \‘ Ih lw I{‘ | I‘I\:\ lllllll \‘\ “ ‘I‘ l‘ illl ” II‘II \ }I : I‘I: II! Illl”llll‘ I‘
Egé%§|ll ‘lh H“ AR \l l:l lI”lll | |||I| vlll:llllll:l| l’ IH‘\l I||”|I: ‘\‘:l“ |Illlllil\lll :llh HI\‘”!A‘:I:I H MH‘ mh |II |II I’I|
%:::Dé‘:i‘é‘lll‘ Illllﬂ:ll|I|| |h.| H‘ llllll‘ Il‘ ‘;I" “‘ "l ‘l“ ‘l }|| ‘ ‘hlll' lh :| !:" l: ‘“ \ \lH‘\“I :ll ||||I|||I I| :I‘Il\ ”!w IllJI|| hlll
o H"l""" (el in";" el
ALDH/;D[A)lII \H\i‘ i’lllll ‘IH ilhl | H:I‘l‘llH Nl HI\‘”H 1I W “l ‘ﬂ ’J}l ”\H” | | I’ "\ ‘ H|H ‘I ‘\‘lll lHl”H ’l |I”‘lllll‘ |Il:
ALDr—TlEBlI IHM || “IIH}N" " | lll Yll ||H ||||III||JI .ll ‘\H ||||| I\I‘II‘I ’ l: ‘IHI‘ I ‘:‘ |||| Hlm ME ||”||| H‘H“” :III ’I” | ‘i
ADHlB\ II ‘IHI [ III\IIIH‘\ II \I‘ il " ‘\‘I H‘H \ \I‘\ il | HH‘ ‘I | ‘ lIHH IlH \ HH Il ‘\I\‘I‘ i I I‘ \‘\I ‘l\
g I 't'l';'ll'lq;l' | .M it "|(.\|"H I i [ il
22 AR lh' A b
ALDH3A2HH '“(”IN “W |N| \\NM:W M .' ||:“H‘Im\“|: |H N ‘ }:I‘ H h “|” r‘ll ‘IH ‘\l\”I‘” e }\”I\I’I”i\‘\ l‘l‘l‘l I\|\I l\

‘H I‘ "H \PH‘H}HlI\IH I‘ ’I I’ H\Hl ”WH'H\‘\}I ‘I

‘\ b
CYP4A11\IHHIIIIII\ ll IIIHHHIIII i IHH'\ R ATt HI il



