Running Enrichment Score (RES)

-0.6 -0.4 -0.2 0.0 0.2

-0.8

Gene Set 89 : KEGG_DNA_REPLICATION

Il T
S

"clus1"

Zero crossing at 6385
Peak at 5320

"NON.cIusl"l

o

! !
5000 10000

Gene List Index

!
15000

Number of genes: 18048 (in list), 35 (in gene set)

P(ES)

2.0

15

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
- QObserved Gene Set ES value

Neg. ES "NON.clus1"

Pos. ES: "clusl"

T T T
-0.5 0.0 0.5

ES
ES =0.328 NES = 0.944 Nom. p—val= 0.508 FWER= 1 FDR= 0.967

RNASEH1|

RPA1|
A H
SSB

POLD4
RNASEH2C

POLEm

RFC4|
POLD3
PRIM1

(il
gl

l
i

RFC3 |
DNA2 |
RNASEH2B |

h'

clusl

Heat Map for Genes in Gene Set
NON.clusl

" I ll’l :l ;i ll” lH"m l:l IIIII : | llllllll :‘ | ||I||

|‘I| | |||| || If HI Ll II‘I

I|||
il I| Il WII |

| ?' ””| ih! Nllmh It ‘ '*'”v b ‘n"'"'lul;,""’lmr'ﬂ "||'." }gl

l”l l“ J||||:|:| I|'|'M [ |‘|'| " 6
H [\ Eﬂ”'l |
I|I ’||I |I|”':'|'||Iﬁl|||||| " N

EII ’ ,III‘ I‘ " “ | ll‘ ”‘I ‘III |I Lll IIII

M!"' i

|!“III l‘ |I|||| lM l“ll III‘I :lllllllllllll

e —

hlll

"lw;f(" kit I "1"':'1

gl

i \'“ “" el '\H”\' e
! ‘ '7 [ @“f 'f,' "'ﬂf i"‘a..l“

II‘ IH (II‘

IIA
|

il +

‘I | IllI

Ll il HI

II| l’ Ilh ‘Illllll

i
=




