-0.5 0.0 0.5

Running Enrichment Score (RES)

-1.0

Gene Set 65 : KEGG_SELENOAMINO_ACID_METABOLISM Gene Set Null Distribution Heat Map for Genes in Gene Set
clusl NON.clusl

3.0

- —— Gene Set Null Density
- QObserved Gene Set ES value

Imwh

P ||||’|||||II nﬁ| ﬂ”ﬂ”
|HHMI‘HHHHI |MHI||| wvl

AL ﬂ'. I lwhl(

Lk "\V ettt

M
i YT?,‘ ol ”:1 M N

_ MKMA|4»M( \MW’N”‘I\‘l/h

: : gt
" " : : " " Neg. ES "NON.clus1" Pos. ES: "clus1" M ‘| 1[4 ‘ I [ | ‘ ‘ “ “ H
clusl : : NON.clusl
IHIIHH LR YT |

| . . . . , , , : : : : WHWJIIHIH“HNHMJAHMM“

0 5000 10000 15000 20000 -0.6 -0.4 -0.2 0.0 0.2 0.4 0.6

w
H
mw | m
scLy| IWHIIM

i MAT2A | ,
AHCYL1|| ||‘
M HM
HWIH
L |

2.5
]
)
>
0
wn
w0
N

2.0

15

; Zero crossing at 10010
Peak at 5123

P(ES)

1.0

MAT2B
METTL2B | w
T Lcmta |

MARS
SEPHs1|Hm

0.5

)‘»

Gene List Index ES
Number of genes: 22748 (in list), 25 (in gene set) ES =0.522 NES =1.73 Nom. p—val= 0.0136 FWER= 0.438 FDR=0.118



