Class
DYNC1I1

N : : —— Gene Set Null Density AreQpP3t y
S : : — Observed Gene Set ES value PRKACB l II 11 1

2ne Set 158 : KEGG_VASOPRESSIN_REGULATED_WATER_REABSORP Gene Set Null Distribution Heat Map for Genes in Gene Set
clusl NON.clusl
CREB3L3 ||
1

1
| | - el .EI I 'I1|'+' I‘" '.fii II"|
i """"" ovCit | bl I 1 |I:II
iy "l“ ‘I i e T i “1

0.0

ARHGDIA [ ) II
11A I| I|
GNAS [ I | |
~ - DCTN2 111N I IIIII 1 I I
PRKACA 1 I [ | 1l ﬂ

Zero crossing at 9486

P(ES)
(@]
py)
g

Peak at 14129

Running Enrichment Score (RES)

1 II | 1
DCTN1 I 1
© P2
g DCTN4|
] — -
: : DYNCILI2
DYNC2LI1 II I‘ 1 I 1 L II
AQP2

RAB5C I I|I .1
'. . ! :
DYNClI2I *I
DYNLL2
: : I g iirm
. g g ) ] " Ty "IF"I. il |'|'||'.§
— : : — *
l clus1” "NON.clus1" Neg. ES "NON.clus1" Pos. ES: "clus1" DYNAczm‘ Iﬁ.ll |: I 1 III || 4 J
T T T T T T T T T T 2 2

“ HH ‘ oVt u"
II | I-
:JI I I II*! .
$ N RABSA } I I
CREB3L1
5000 10000 15000 -0.6 -0.4 -0.2 0.0 0.2 04 0.6 i

o

Gene List Index ES
Number of genes: 18283 (in list), 41 (in gene set) ES = -0.403 NES = -1.55 Nom. p-val= 0.0399 FWER= 0.759 FDR= 0.428



