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Heat Map for Genes in Gene Set

| M H Hlllulth

h\ IW Ip il

\

IMI |l
W\\NW\“|NMW
‘IHI\J%\

i)

H”H
h

‘WI\I | H
‘W
i m'u'uw{w')‘

'MH

NON.clus3

il

I { 1||W|H

I m\ﬂw
i f
IMU&”';IIII/I
M

I i |||II u u“' i
it I \’\ ) |||

\N\\\\ ”W

7o W II |

Vit

"'ﬁ e U Il

\|‘||||IWI li
|
1l MH

! | |




