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Syn.

Missense
Splice site
Nonsense

PIK3CA

PTEN
HLA-A

FBXW7

KRAS
HLA-B
EP300
MUC4

MAPK1
NFE2L2
CASP8
ARID1A
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RB1
NF720

HIST1H4E
CDKN2A
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