O Frame shift
O In frame indel
B Other non syn.

B Nonsense

B Missense
B Splice site

B Syn.
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BAP1
PBRM1

TP53
HLA-B
IDH1
CDC27
OTOP1
EPHA2
DDHD1
CLIP4
LCE4A

1% B

14%
14%
11%
14%
11%
11%
6%

FTH1
ARID1A

RNPC3
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# mutations
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d1-H2VV-SM-T10HOD
d1-12VV-SM-10HO
d1-¥S8V-NZ-10HO
d1-S0VV-9M-TOHO
d1-8A8Y-HZ-10OHO
d1-9A8Y-HZ-10HO
d1-XeVV-SM-TOHO
d1-02vYVY-SM-T0HO
d.1-€I18¥-AZ-10HO
d1-Xd.V-OM-T0HO
d1-N2VV-SM-T0HD
d1-Z2vV-SM-10HO
d1-€EVY-SM-TOHD
dL-VAVY-XE-TOHO
d1-"2VvV-SM-10HO
dL-6AVV-XE-TOHO
dLl-¥EVYVY-SM-TOHD
d1-92VV-SM-TOHO
d1-VS6Y-HA-TOHO
d1-gAVY-XE-TOHO
dL-OAVVY-XE-TOHO
d1-GA8Y-HZ-10OHO
d1-0gvYV-SM-T0HO
d1-8€VYVY-SM-TOHD
d1-0€VY-SM-TOHO
d1-}A8Y-HZ-10OHO
dL-I2¥V-SM-TOHO
dL-3AVVY-XE-TOHO
dL-M2VV-SM-T0HO
dL1-CA8Y-HZ-1OHO
dLl-IEVY-SM-TOHD
dL-6EVY-SM-TOHO
dL-1ZVV-9%-10HO
d1-0ZVVY-D%-T0HO
d1-¥A8Y-HZ-1OHO
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