Running Enrichment Score (RES)

0.5

0.0

-0.5

-1.0

Gene Set 62 : KEGG_TYROSINE_METABOLISM

; Zero crossing at 6269
Peak at 1914

"clus5" "NON.clus5"

! ! !
5000 10000 15000

Gene List Index
Number of genes: 17728 (in list), 39 (in gene set)

P(ES)

25

2.0

15

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
= Observed Gene Set ES value

Neg. ES "NON.clus5" Pos. ES: "clus5"

T T T
-0.5 0.0 0.5

ES
ES =0.569 NES = 1.49 Nom. p-val= 0.0468 FWER= 0.863 FDR=0.735

Heat Map for Genes in Gene Set
clus5 NON.clus5

practl A Y it
QEEG :Iilllill IHIlll Ul I||| || hl l.HI |II ll:l l1| I|| Hl' HI || )|| “‘ i 'Nl“ I|
|||||| IIII|IIIIIII IIIIIIIIIIIIIIII

lllll Illlllllllll:lll |I‘I|I1|I|I|“I|III I”:Illn“ I| I| | l IIII | | II III | ‘IIII | II|I IIII | IHI x I|I “ﬁ:i

MAoA III II‘II |I II 5 ] ! “" “ \ {11 |I | b ‘
ADH5 ||| [11] |III 11 IIII |I||| II II 1T IHI| “ ”I i F IH ||I|I| |I|| Illl” II
A(;Ds|:|r121I|IIIIIIII|IIII IIII|II [ IIIIIII rb ” | II III L |IIII I‘IM”II lll' IIIIIII | III|‘|II | I| |I

LCMT2 IIH| N Il Il v | | 1IN0 IIhlll | o [ I”"I|I I| LMY | Il i

H::I/Isl : II Ilhl |I”‘||I|I"( | rII‘| ‘l’ III|IIII‘ I|II| | II | I ’ ‘ |I I |II i | I‘

" COMTIII:l:Illil:IIIIII II llllll I|| |IJIII|III|III Illl' |II 1: I:It lllll” !I:II||||:| IIIrII|| HII II|"|I|IIﬁllmllllli:lll|”||i|I th lllll|lll I||”II
| I ”” lr ||II |II|I “: II:| |III h I L} II i IIII 1II|II|I|| II III’I [T r

|“II |I|III [l IIIIIII LRI I II |I| Il III
METTLGIIIII | ' | ||I ||||I I” I” i I|I| h lIIIII | I ‘I rIr I|I ’ | |1 |I| I”I| /10 |III ||
GOTl: J:E: IHII| [ :I\ I :III I|:II:‘ ||I IIIHllllll ‘I‘H |||II||III||III llh ||1 Hll"l MIIIII(I| Illllll||I|I| |’:|||'1IIII| Illll; I:IIII:I I!Illll:lll:lll:|||

3 ki)

ALDH1A3|I|I |Illh il I I|IIII III II III Ili IIIII IIIIII L | III | |||I
ALDH3B1 || ||| ] O R II III | I|||IIII II LI | | ||| I||| {1 III' |
ALDH | | | | 1]

IL4I




