
0 5000 10000 15000

−
0.

8
−

0.
6

−
0.

4
−

0.
2

0.
0

0.
2

Gene Set  141 : KEGG_FC_GAMMA_R_MEDIATED_PHAGOCYTOSIS

Number of genes: 18113 (in list), 94 (in gene set)
Gene List Index

R
un

ni
ng

 E
nr

ic
hm

en
t S

co
re

 (
R

E
S

)

"clus3" "NON.clus3" 

Peak at 13456
Zero crossing at 8811

−0.6 −0.4 −0.2 0.0 0.2 0.4 0.6
0.

0
0.

5
1.

0
1.

5
2.

0
2.

5

Gene Set Null Distribution

ES = −0.312  NES = −0.983 Nom. p−val= 0.468 FWER= 1 FDR= 1
ES

P
(E

S
)

Gene Set Null Density
Observed Gene Set ES value

Neg. ES "NON.clus3"  Pos. ES: "clus3" 

 Heat Map for Genes in Gene Set

 

 

SCIN
PLA2G4D

SYK
FCGR2A
PIP5K1B

AMPH
FCGR1A
FCGR3A

SPHK1
PLA2G4F

GSN
DNM1

PRKCD
DNM3

INPP5D
FCGR2B

VAV1
PLCG2
PRKCG

MARCKSL1
PIK3CD

PLA2G4E
GAB2

PLCG1
PIP5K1C

MAPK3
FCGR2C
PPAP2C

LYN
LIMK2
RAC2
CFL1
VASP
PLD2

PLA2G4A
ARPC4
WASF2

PLA2G6
ASAP2

MARCKS
RAF1

PIP5K1A
PIP4K2B

VAV2
ARPC5L

PAK1
NCF1
WAS

ASAP1
DNM1L
ARPC5

DNM2
CDC42

RAC1
ARPC2

PIKFYVE
ARPC1B

AKT1
AKT3

MAP2K1
PIK3CG

LIMK1
HCK

PRKCE
DOCK2

CRKL
PRKCA

ARF6
PIK3R2
MYO10

CRK
PIK3CA
PIK3CB

ARPC1A
ARPC3
WASL

PIK3R3
AKT2

SPHK2
LAT

MAPK1
PPAP2A

RPS6KB1
PIK3R5
PRKCB
ASAP3
PTPRC

PPAP2B
WASF1

PLD1
PIK3R1

VAV3
WASF3

CFL2
Class

T
C

G
A

_W
5_

A
A

2G
_0

1

T
C

G
A

_W
5_

A
A

2O
_0

1

T
C

G
A

_W
5_

A
A

31
_0

1

T
C

G
A

_W
5_

A
A

33
_0

1

T
C

G
A

_W
5_

A
A

39
_0

1

T
C

G
A

_W
D

_A
7R

X
_0

1

T
C

G
A

_Y
R

_A
95

A
_0

1

T
C

G
A

_Z
H

_A
8Y

4_
01

T
C

G
A

_Z
H

_A
8Y

8_
01

T
C

G
A

_3
X

_A
AV

9_
01

T
C

G
A

_3
X

_A
AV

A
_0

1

T
C

G
A

_3
X

_A
AV

B
_0

1

T
C

G
A

_3
X

_A
AV

C
_0

1

T
C

G
A

_3
X

_A
AV

E
_0

1

T
C

G
A

_4
G

_A
A

Z
O

_0
1

T
C

G
A

_4
G

_A
A

Z
T

_0
1

T
C

G
A

_W
5_

A
A

2H
_0

1

T
C

G
A

_W
5_

A
A

2I
_0

1

T
C

G
A

_W
5_

A
A

2Q
_0

1

T
C

G
A

_W
5_

A
A

2R
_0

1

T
C

G
A

_W
5_

A
A

2T
_0

1

T
C

G
A

_W
5_

A
A

2U
_0

1

T
C

G
A

_W
5_

A
A

2W
_0

1

T
C

G
A

_W
5_

A
A

2X
_0

1

T
C

G
A

_W
5_

A
A

2Z
_0

1

T
C

G
A

_W
5_

A
A

30
_0

1

T
C

G
A

_W
5_

A
A

34
_0

1

T
C

G
A

_W
5_

A
A

36
_0

1

T
C

G
A

_W
5_

A
A

38
_0

1

T
C

G
A

_W
6_

A
A

0S
_0

1

T
C

G
A

_Z
D

_A
8I

3_
01

T
C

G
A

_Z
H

_A
8Y

1_
01

T
C

G
A

_Z
H

_A
8Y

2_
01

T
C

G
A

_Z
H

_A
8Y

5_
01

T
C

G
A

_Z
H

_A
8Y

6_
01

T
C

G
A

_Z
U

_A
8S

4_
01

clus3 NON.clus3


