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Gene Set  116 : KEGG_VASCULAR_SMOOTH_MUSCLE_CONTRACTION

Number of genes: 18113 (in list), 109 (in gene set)
Gene List Index

R
un

ni
ng

 E
nr

ic
hm

en
t S

co
re

 (
R

E
S

)

"clus2" "NON.clus2" 

Peak at 12852
Zero crossing at 7260

−0.6 −0.4 −0.2 0.0 0.2 0.4 0.6
0

1
2

3

Gene Set Null Distribution

ES = −0.431  NES = −1.33 Nom. p−val= 0.103 FWER= 0.986 FDR= 0.23
ES

P
(E

S
)

Gene Set Null Density
Observed Gene Set ES value

Neg. ES "NON.clus2"  Pos. ES: "clus2" 

 Heat Map for Genes in Gene Set

 

 

ADRA1A
PLA2G2D
CYP4A22

PRKCB
PLA2G4A
PLA2G2F

PLCB2
PLA2G2A
ADRA1D

RAMP3
PLA2G12B

ADCY4
ADCY7

CALCRL
PRKCH

GUCY1A2
ADORA2A

KCNMB4
PLA2G5
ROCK2

CYP4A11
ITPR2

CALML3
MYLK

PLCB4
PRKACB
AVPR1A

CACNA1C
RAMP2
PRKCG
ADCY2
ITPR3
NPR1

GNA12
ADORA2B

ADRA1B
PLA2G4E

EDNRA
KCNMB2
CALML6

PTGIR
GNA11
GNAS
MRVI1

MAP2K1
ITPR1

AGTR1
PRKCQ

GNAQ
MYLK3
PRKG1
RAMP1
PRKCD
MAPK1

PPP1R12B
CALM1
PRKCE

PLA2G1B
NPR2

ROCK1
PPP1CB

PLCB1
PPP1R14A

ACTA2
PPP1R12A

GNA13
ACTG2

PPP1CC
MYH11
PRKCA

RHOA
PPP1CA
MAPK3
CALD1

PLA2G10
ARHGEF1

RAF1
CALM2
CALM3

MAP2K2
PLA2G12A

JMJD7−PLA2G4B
KCNMB1

PLCB3
ARAF

PRKACA
MYL6

ARHGEF12
ADCY9

PLA2G3
GUCY1A3

MYL9
ARHGEF11

PRKX
PLA2G6
ADCY1

GUCY1B3
BRAF

MYLK2
CACNA1F
KCNMB3
KCNMA1

ADCY6
MYL6B
ADCY8

AVPR1B
ADCY5

CACNA1D
CACNA1S

Class

T
C

G
A

_4
G

_A
A

Z
O

_0
1

T
C

G
A

_4
G

_A
A

Z
T

_0
1

T
C

G
A

_W
5_

A
A

2I
_0

1

T
C

G
A

_W
5_

A
A

2Q
_0

1

T
C

G
A

_W
5_

A
A

2T
_0

1

T
C

G
A

_W
5_

A
A

2W
_0

1

T
C

G
A

_W
5_

A
A

2Z
_0

1

T
C

G
A

_W
5_

A
A

34
_0

1

T
C

G
A

_W
5_

A
A

36
_0

1

T
C

G
A

_W
5_

A
A

38
_0

1

T
C

G
A

_Z
D

_A
8I

3_
01

T
C

G
A

_Z
H

_A
8Y

1_
01

T
C

G
A

_Z
H

_A
8Y

2_
01

T
C

G
A

_Z
H

_A
8Y

5_
01

T
C

G
A

_Z
H

_A
8Y

6_
01

T
C

G
A

_3
X

_A
AV

9_
01

T
C

G
A

_3
X

_A
AV

A
_0

1

T
C

G
A

_3
X

_A
AV

B
_0

1

T
C

G
A

_3
X

_A
AV

C
_0

1

T
C

G
A

_3
X

_A
AV

E
_0

1

T
C

G
A

_W
5_

A
A

2G
_0

1

T
C

G
A

_W
5_

A
A

2H
_0

1

T
C

G
A

_W
5_

A
A

2O
_0

1

T
C

G
A

_W
5_

A
A

2R
_0

1

T
C

G
A

_W
5_

A
A

2U
_0

1

T
C

G
A

_W
5_

A
A

2X
_0

1

T
C

G
A

_W
5_

A
A

30
_0

1

T
C

G
A

_W
5_

A
A

31
_0

1

T
C

G
A

_W
5_

A
A

33
_0

1

T
C

G
A

_W
5_

A
A

39
_0

1

T
C

G
A

_W
6_

A
A

0S
_0

1

T
C

G
A

_W
D

_A
7R

X
_0

1

T
C

G
A

_Y
R

_A
95

A
_0

1

T
C

G
A

_Z
H

_A
8Y

4_
01

T
C

G
A

_Z
H

_A
8Y

8_
01

T
C

G
A

_Z
U

_A
8S

4_
01

clus2 NON.clus2


