ne Set

Running Enrichment Score (RES)

0.5

0.0

-0.5

-1.0

157 : KEGG_ALDOSTERONE_REGULATED_SODIUM_REABSORI

Zero crossing at 10828

Peak at 3101

"NON.clus1"

! ! ! !
0 5000 10000 15000

Gene List Index
Number of genes: 18113 (in list), 39 (in gene set)

P(ES)

3.0

25

2.0

15

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
- Observed Gene Set ES value

Neg. ES "NON.clus1" Pos. ES: "clus1"

T T T
-0.5 0.0 0.5

ES
ES =0.546 NES = 1.49 Nom. p-val= 0.022 FWER= 0.863 FDR= 0.211

Heat Map for Genes in Gene Set

clusl NON.clus1

= - || I
- ﬁ
SGK1/ | | |
IRS1 [ ] u |
PRKCG|
scNN1GHY Il |
FXYD.
PIK3R3 | - B
ATP1A2
PIK3CA | |
SCNN1A [ | l || H B
MAPK3[ ]
ATP1B3 [ |
KRAS | =
PIK3CB || | | | |
IRS
ATP1B2 ||
SLC9A3R2 || [ |
MAPK1 -- B |
PDPK1
PRKCA H
PIK3R2 [ ]
NEDDA4L[ | ] -
NR3C2 ]
IRS2 r
SFN
PIK3R1 ]
HSD11B1 H | I l
INSR [ | | ||
HSD11B2 [ | ] |
ATP1B1 L
ATP1A1 || ] |
IR = === === = I = = IR = I = I == I = = I =l = I = = == I = = T =T =T = I == S = B e B e B e B e B e
(D Iy B I I I B Il B ;w NI il Z| i I I
Q2L O OWIXDXQW OF OO Ok Nodos oo o )
Z2>>>>3da0ad®2o0 N & SRR N QMO0 0K Wweo > > > > > >
$93333383333833333333233333338388883%¢
REBEBEEE8EERgQESL e S22 SNNNRRTY
et S TS L LOESESSS
9000500000800 583003F0000000530888989
eoggsggppapregppegEgpp3pp88ereEEeee



