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Gene Set  112 : KEGG_PEROXISOME

Number of genes: 18113 (in list), 77 (in gene set)
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 Heat Map for Genes in Gene Set

 

 

PEX2
PEX14
ACSL4
PEX16
ACOT8
ABCD1
PRDX5

PEX5
IDH2
PEX7

MPV17
PEX11B

PMVK
FAR1

GNPAT
PEX6
NOS2

ACOX3
PRDX1
ABCD4
PEX19
PEX10
PEX12
HACL1
PXMP4

SOD2
PEX11A

PEX1
AGPS

MVK
CRAT

GSTK1
NUDT19

PEX13
SLC25A17

FAR2
ACSL3
PEX26
ECH1

ABCD2
CROT

DHRS4
DECR2

SOD1
IDH1

PAOX
PEX3

AMACR
MPV17L

HSD17B4
ABCD3

PECI
ACOX1

PEX11G
NUDT12

SCP2
CAT

MLYCD
HMGCL
ACAA1

DDO
PECR

ACSL5
PHYH

ACSL6
EPHX2
PXMP2

XDH
BAAT

SLC27A2
ACSL1

EHHADH
PIPOX
AGXT

DAO
HAO2
HAO1
Class

T
C

G
A

_W
5_

A
A

2G
_0

1

T
C

G
A

_W
5_

A
A

2O
_0

1

T
C

G
A

_W
5_

A
A

31
_0

1

T
C

G
A

_W
5_

A
A

33
_0

1

T
C

G
A

_W
5_

A
A

39
_0

1

T
C

G
A

_W
D

_A
7R

X
_0

1

T
C

G
A

_Y
R

_A
95

A
_0

1

T
C

G
A

_Z
H

_A
8Y

4_
01

T
C

G
A

_Z
H

_A
8Y

8_
01

T
C

G
A

_3
X

_A
AV

9_
01

T
C

G
A

_3
X

_A
AV

A
_0

1

T
C

G
A

_3
X

_A
AV

B
_0

1

T
C

G
A

_3
X

_A
AV

C
_0

1

T
C

G
A

_3
X

_A
AV

E
_0

1

T
C

G
A

_4
G

_A
A

Z
O

_0
1

T
C

G
A

_4
G

_A
A

Z
T

_0
1

T
C

G
A

_W
5_

A
A

2H
_0

1

T
C

G
A

_W
5_

A
A

2I
_0

1

T
C

G
A

_W
5_

A
A

2Q
_0

1

T
C

G
A

_W
5_

A
A

2R
_0

1

T
C

G
A

_W
5_

A
A

2T
_0

1

T
C

G
A

_W
5_

A
A

2U
_0

1

T
C

G
A

_W
5_

A
A

2W
_0

1

T
C

G
A

_W
5_

A
A

2X
_0

1

T
C

G
A

_W
5_

A
A

2Z
_0

1

T
C

G
A

_W
5_

A
A

30
_0

1

T
C

G
A

_W
5_

A
A

34
_0

1

T
C

G
A

_W
5_

A
A

36
_0

1

T
C

G
A

_W
5_

A
A

38
_0

1

T
C

G
A

_W
6_

A
A

0S
_0

1

T
C

G
A

_Z
D

_A
8I

3_
01

T
C

G
A

_Z
H

_A
8Y

1_
01

T
C

G
A

_Z
H

_A
8Y

2_
01

T
C

G
A

_Z
H

_A
8Y

5_
01

T
C

G
A

_Z
H

_A
8Y

6_
01

T
C

G
A

_Z
U

_A
8S

4_
01

clus3 NON.clus3


