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Heat Map for Genes in Gene Set

Class — —— —
TNFWSF]%
cASoe — am = =—_ e =
o -
Bo A - =
X -— =
RS —
- - - —
Rt - =
T - =
PRAA -
kan -
PR - -
PRS- - =— -
RS
[P o [
- - -
TNERSELOD - - - -
i
R -
Endoe = -
Ao |
AN = = —— -
Sspio
RS — -
PopSs - -
s —
™D — -
i -. t_
e —
o - -—
mmx;-r - - - ——
W —
&9 - - |
s r__- - —
NEREA -
A — 1
asee o ——
Bkt
gt o — — |
was e T
A0 - -
e -
e - : H -
it || -L —
PPP3R1 -
% - - -
-
" -
- — —
5 — - - —]
% | - -
% -
st — _ﬁ
v
b =
it [
e
PRRARS - -
BRE
PRASS
i
PR - —
o -
™ el -

o3

230,32
88538
30328

o bl

- - .
NTRK1 | h -
AR H . -
e — =R -
== = = = = = I = I = = I = I = I e I = IR = = I = = = I = I = = I = R =]
~ N < © 0 M = N 1O © o o o
SN3953Y38855528285855838838¢8¢
g\ i\ 0 é\ é‘ } 5 él 9 ;' <l <l <l <l é\ 2\ i‘ }\ é\ §| §| §| <| §| g| él él
| www I T I Fy
g‘g\gwgg‘gg,3,§|g|:'NlNlNlNl§\é\é\é\é\gglgglglglglgl
< I | <L g ! !
33858558338 08888332833¢5333¢8¢8
S»—"EQEE»—»—»— FFEFFFFRFERREFROROLLRRER

TCGA_W5_AA33_01

TCGA_W5_AA39_01

TCGA_W6_AA0S_01

TCGA_WD_A7RX_01.

TCGA_YR_A95A 01

TCGA_ZH_A8Y4_01

III"II 1 :III

TCGA_ZH_A8Y8_01

TCGA_ZU_A8S4_01



