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Gene Set  145 : KEGG_NEUROTROPHIN_SIGNALING_PATHWAY

Number of genes: 18113 (in list), 124 (in gene set)
Gene List Index

R
un

ni
ng

 E
nr

ic
hm

en
t S

co
re

 (
R

E
S

)

"clus1" "NON.clus1" 

Peak at 5820
Zero crossing at 10828

−0.4 −0.2 0.0 0.2 0.4 0.6
0

1
2

3
4

Gene Set Null Distribution

ES = 0.38  NES = 1.56 Nom. p−val= 0.0226 FWER= 0.768 FDR= 0.214
ES

P
(E

S
)

Gene Set Null Density
Observed Gene Set ES value

Neg. ES "NON.clus1"  Pos. ES: "clus1" 

 Heat Map for Genes in Gene Set

 

 

MAPK12
CAMK2B

SORT1
SHC1
SHC2

RPS6KA6
MAPK13

NGFRAP1
NGF

PIK3R1
NRAS

PTPN11
MAPK11

BAX
CRK
IRS2
BAD

MAP3K1
PRDM4

MAP2K7
PIK3R2

MAPK14
SOS2
ATF4

YWHAH
CAMK2A

AKT2
YWHAE

MAPKAPK2
GAB1
FRS2
TP53

ARHGDIA
JUN

MAP2K5
ZNF274

MAP2K2
MAPK9

BRAF
MAGED1
CALML6

RPS6KA3
RELA

YWHAQ
MAPK7
CALM2

AKT1
PSEN1

NFKBIA
NFKBIB
MAPK1

NGFR
YWHAB

RAC1
CALM3

GRB2
YWHAG

CRKL
IRAK1

NFKB1
CDC42

RAF1
GSK3B

KIDINS220
NFKBIE

ABL1
NTRK2
SH2B1

CAMK2D
FOXO3

SHC4
RPS6KA4

RHOA
PLCG2
IKBKB

MAP3K3
IRS4

PIK3CB
YWHAZ

KRAS
CAMK2G

MAPK3
SOS1

NTRK3
IRAK2

CALM1
RAP1B
RAP1A

CSK
MAP2K1

PLCG1
AKT3

RIPK2
MAPK8
PIK3CA

RAPGEF1
PIK3R3
IRAK4
TRAF6

RPS6KA5
NTF3

RPS6KA1
MAPK10

BDNF
CALML3
PRKCD
SH2B3

IRS1
BCL2

SH2B2
RPS6KA2

TP73
ARHGDIB

PDK1
NTF4
SHC3

MAP3K5
PIK3CD
FASLG
IRAK3

NTRK1
PIK3R5
CAMK4
PIK3CG

Class

T
C

G
A

_3
X

_A
AV

9_
01

T
C

G
A

_3
X

_A
AV

A
_0

1

T
C

G
A

_3
X

_A
AV

B
_0

1

T
C

G
A

_3
X

_A
AV

C
_0

1

T
C

G
A

_3
X

_A
AV

E
_0

1

T
C

G
A

_W
5_

A
A

2H
_0

1

T
C

G
A

_W
5_

A
A

2R
_0

1

T
C

G
A

_W
5_

A
A

2U
_0

1

T
C

G
A

_W
5_

A
A

2X
_0

1

T
C

G
A

_W
5_

A
A

30
_0

1

T
C

G
A

_W
6_

A
A

0S
_0

1

T
C

G
A

_Z
U

_A
8S

4_
01

T
C

G
A

_4
G

_A
A

Z
O

_0
1

T
C

G
A

_4
G

_A
A

Z
T

_0
1

T
C

G
A

_W
5_

A
A

2G
_0

1

T
C

G
A

_W
5_

A
A

2I
_0

1

T
C

G
A

_W
5_

A
A

2O
_0

1

T
C

G
A

_W
5_

A
A

2Q
_0

1

T
C

G
A

_W
5_

A
A

2T
_0

1

T
C

G
A

_W
5_

A
A

2W
_0

1

T
C

G
A

_W
5_

A
A

2Z
_0

1

T
C

G
A

_W
5_

A
A

31
_0

1

T
C

G
A

_W
5_

A
A

33
_0

1

T
C

G
A

_W
5_

A
A

34
_0

1

T
C

G
A

_W
5_

A
A

36
_0

1

T
C

G
A

_W
5_

A
A

38
_0

1

T
C

G
A

_W
5_

A
A

39
_0

1

T
C

G
A

_W
D

_A
7R

X
_0

1

T
C

G
A

_Y
R

_A
95

A
_0

1

T
C

G
A

_Z
D

_A
8I

3_
01

T
C

G
A

_Z
H

_A
8Y

1_
01

T
C

G
A

_Z
H

_A
8Y

2_
01

T
C

G
A

_Z
H

_A
8Y

4_
01

T
C

G
A

_Z
H

_A
8Y

5_
01

T
C

G
A

_Z
H

_A
8Y

6_
01

T
C

G
A

_Z
H

_A
8Y

8_
01

clus1 NON.clus1


