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ES =-0.566 NES =-1.66 Nom. p—val=0.0172 FWER= 0.57 FDR= 0.157

Heat Map for Genes in Gene Set
NON.clusl
u |
L

Po'\::\::(szl |III|| \"|I|||"|‘|” |I|II| \lll lllllllllllhhm I| ||"j” ll\””\’lllv || Ii Huy:‘!\ Hll |III ||Iiltlllllll:hll ||||1|)“” |II ul:‘l}l’l Hl‘: | IlilllI ||||l|

L|F|1-133"| \I”’ \Ill,lllll‘ll(l‘llmwllll lllllm|"1||III‘||‘}"|IA| ”I ”IF |\ ll” b ”\m lllh \|I :‘I |||’Illl| lll‘l‘\””l\lll ”| ‘\

HH”|m”"”w:l'lh" T ||| ot AL || [ILT1]

II ||II|I il II| h |‘|III(| H’I | II

NFKBIBlll | I| III” III‘l\I |IH (”:I” III |IlII III I\ I ‘II | ‘ \||I|| I||‘||||I|:|||:|:||||”1| Ili‘llillll| |||I lllll
‘ |’III|II JII’II N III H‘ l f || g I\ IIII\ll|| Irlh"vlllll ‘I’I

IKBKE| Iy‘ II|I IJ1” III||IJ|||| ||I ] 1IN \‘ I ’I Il

ADA

| |||||’||\ |\||H|” |||"|| w\ |”|I il Hhbin e

II(||| I RANEE BT IIIIH H IIHI

J:I|II|H|I|‘|:I|I:||||\|1 | |I”I*| ‘\lll ll ||(JI‘||.||IIJ ? ||\"|h ”q l ;”,I IIII‘|| :lr}ll\qll HI :|1II|I

IHI III\IIII |

CXCLlO |"
CCL4L2 | |

II||II III\||||
NFKBlhl I‘ I\I"ll| 'f bl ‘l i II\
Z(?;KZ:;‘H” |I:Illl:l Ill M‘J Ni ) ”ll || | llh“ ||’II‘I I'III1|| IIH‘I I ||||II I\ | ||ill‘ll ;III| Il\ ”” \‘IIW ‘(I | I\I‘ ! ‘
! ”| il H ||" \IHF | l‘IH\ IMHH ! lyllll‘ ||”||I | II‘ IHIIMI I|”H| IH||" Il |I||I|“
TM(I:E':/IS:LP2“| h | ||:I"||||II \llu: |III| l:IH [ l\l' |I|H\” 1‘ "| h II:"}\ |:'I |I I:“ lllMHJIIIN | “I Ill ll\ |HI| ‘IHI!”I ||III\Illllll\”I
it P e e, L A '(.l.;"';l; "Fl';m h ;“M”
|IM h“%l IN “H IIII |Irll Il I||!| *l | I‘IM’lF'Il II |’!|I II|”||”|‘ H | mlll




