Running Enrichment Score (RES)

0.5

0.0

-0.5

-1.0

Gene Set 120 : KEGG_ECM_RECEPTOR_INTERACTION

Zero crossing at 7611

Peak at 1926

"NON.clus1"

! ! ! !
0 5000 10000 15000

Gene List Index
Number of genes: 17560 (in list), 79 (in gene set)

P(ES)

25

15 2.0

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
- QObserved Gene Set ES value

Neg. ES "NON.clus1" Pos. ES: "clus1"

T T T
-0.5 0.0 0.5

ES
ES =0.543 NES = 1.38 Nom. p-val= 0.113 FWER= 0.949 FDR= 0.528

Heat Map for Genes in Gene Set
clusl NON.clusl

q
a-_0a9 3
930002, 32500
EEGERREZEREERE

IIIII*-I

I I |
i
1

L

E——
LAMBA4; - ? -
T |
ITGAL I -
I
COL4A] I
ITGAV. |
COLGAL ——
Tzl
LAMCL |
CD44 -_—
HSPG: | —-—
SDC2. L
THBS3 | I
RN | [ | - -
54, - | _- -
COL4AG ] _—
IC3. _— - - _—
ITGA |
B2 o ——
COL6AG _—
C1.
ITGBS, - e
TN - -_ -
1TGB6
_—

5
2
]

i
i

55
2322

’
.
)
%
I

f

3
L e T S e e e T e B e B e B e e B e B, N, R T s B e O e e, B e B e e e e e B e
ooololololo‘olololololololoooloOlo‘olololololololol
o d e A e S D e d e NS N e
92X I T L PIJISOILAD AR TEFEIIIITLSYS YOO
2888338333 RIILCLeITos833838338RI3I
<'<|u.'u.'u.'oo'r.o‘oo'oo'oo'n:'<l<l<l<l<|<|<||.|.'|.|.‘|.|.'|.|.' |w|°°|n:|<’:|<’:I
LLIEulululo|o\o|o|o|og%gg§§§LLILL\LLILLIE|O|O|0%E:D
U G G G- G P G- G R L It M Rt R R B . - G ol < < < T
0000000003 SsssSSE0000F5003ZS
EEEEEERE SR EEE R R RS R
= FEEEFFEREEREREFRFFE FEFEEER



