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Gene Set  144 : KEGG_TASTE_TRANSDUCTION

Number of genes: 17560 (in list), 34 (in gene set)
Gene List Index

R
un

ni
ng

 E
nr

ic
hm

en
t S

co
re

 (
R

E
S

)

"clus1" "NON.clus1" 

Peak at 13228
Zero crossing at 7611

−0.5 0.0 0.5
0.

0
0.

5
1.

0
1.

5
2.

0
2.

5

Gene Set Null Distribution

ES = −0.584  NES = −1.44 Nom. p−val= 0.0273 FWER= 0.923 FDR= 0.918
ES

P
(E

S
)

Gene Set Null Density
Observed Gene Set ES value

Neg. ES "NON.clus1"  Pos. ES: "clus1" 

 Heat Map for Genes in Gene Set

 

 

KCNB1
CACNA1A

GRM4
TAS2R10

TAS1R3
TAS2R43
SCNN1A
TAS2R20
SCNN1B

GNB3
TRPM5

TAS2R5
CACNA1B

GNG13
TAS1R1
TAS2R4

GNG3
SCNN1G

ADCY6
ADCY4

TAS2R19
TAS2R31
TAS2R46

GNAS
PRKACA
TAS2R14

ITPR3
PLCB2

PRKACB
PRKX
GNB1

TAS2R13
ACCN1
PDE1A

Class

T
C

G
A

_F
A

_8
69

3_
01

T
C

G
A

_F
A

_A
4X

K
_0

1

T
C

G
A

_F
F

_8
04

2_
01

T
C

G
A

_F
F

_8
04

3_
01

T
C

G
A

_F
F

_8
06

1_
01

T
C

G
A

_G
8_

63
25

_0
1

T
C

G
A

_G
8_

63
26

_0
1

T
C

G
A

_G
8_

69
06

_0
1

T
C

G
A

_G
8_

69
09

_0
1

T
C

G
A

_G
8_

69
14

_0
1

T
C

G
A

_G
R

_7
35

1_
01

T
C

G
A

_G
R

_A
4D

4_
01

T
C

G
A

_G
R

_A
4D

9_
01

T
C

G
A

_R
Q

_A
68

N
_0

1

T
C

G
A

_R
Q

_A
6J

B
_0

1

T
C

G
A

_F
A

_A
4B

B
_0

1

T
C

G
A

_F
A

_A
6H

N
_0

1

T
C

G
A

_F
A

_A
6H

O
_0

1

T
C

G
A

_F
F

_8
04

1_
01

T
C

G
A

_F
F

_8
04

6_
01

T
C

G
A

_F
F

_8
04

7_
01

T
C

G
A

_F
F

_8
06

2_
01

T
C

G
A

_F
M

_8
00

0_
01

T
C

G
A

_G
8_

63
24

_0
1

T
C

G
A

_G
8_

69
07

_0
1

T
C

G
A

_G
R

_7
35

3_
01

T
C

G
A

_G
R

_A
4D

5_
01

T
C

G
A

_G
R

_A
4D

6_
01

clus1 NON.clus1


