ning Enrichment Score (RES)

Run

0.0

-0.5

-1.0

Gene Set 79 : KEGG_BUTANOATE_METABOLISM

_g

Zero cl ing al t9647
Peak t1515(1

"clus1"

0 5000 10000 15000

Gene List Index

Number of genes: 18307 (in list), 30 (in gene set)

P(ES)

3.0

25

2.0

15

1.0

0.5

0.0

Gene Set Null Distribution

/

—— Gene Set Null Density
- QObserved Gene Set ES value

Neg. ES "NON.clus1"

Pos. ES: "clusl"

-0.5 0.0 0.5

ES
ES =-0.47 NES =-1.34 Nom. p-val= 0.145 FWER= 0.978 FDR=1

clusl

Heat Map for Genes in Gene Set
NON.clusl

CS 3H i HH IHHHH LRI M \ H bl T \

I\ \H IH
ALDHlBl \HI‘I \‘IHIH | HH\ I\I

ALDH7A1
PDHB HIH HHHH IIHI‘ } I| I\‘H‘\‘
il

ALDH9A1| \i I ‘HH\H”\‘I il I‘H
ECHSl H \H | HH\ 11 i
‘ \ IHI‘H

PDHAl\ i i '[ W

Hl\:‘gz?ll III i Ml
i

.

HWHI M
Iv II‘\I ”WIWI .MI)

el
H\}

ALDH2 ‘
OXCTZ

H
ALDH5A1 |\
GAl

GADl

= fn i Bl

‘ J ‘ LHRA
‘W “IH |‘ I\ ’ HH W il HHHH\ ‘H‘Im\

i ; Hm TG A
\l ’|"| H\‘H'\ I{Ih II\|| | |}| H /] |IIII:| I|| H\‘ H\‘\H fl H “H'II'
Y"I\ ,’“ ’ ) } H i | | \ ||I | I “A ’ i { WHI M Il { ‘ i \ H I\‘ HH\I\‘ \ || l{ll

Ttk

At e R ‘}
i

M\‘\ HHI\H 'I |1 K H\HH‘IHHHH |\| ‘\\I\H\‘H\l\‘\luﬂu\\ | \‘I i

\” \HH‘\‘\\I\I‘I\H il W\H“ H‘\ H\ WH\‘H \I \“ H“

il ”\

\\‘ '\ M’




