2ne Set 157 : KEGG_VASOPRESSIN_REGULATED_WATER_REABSORP

Running Enrichment Score (RES)

0.2

-0.6 -0.4 -0.2 0.0
| | | |

-0.8
]

||
—_—

Zero crossing at 9647
Peak at 13021

"NON.clus1"

5000 10000 15000

Gene List Index
Number of genes: 18307 (in list), 42 (in gene set)

P(ES)

Gene Set Null Distribution

—— Gene Set Null Density
- QObserved Gene Set ES value

Neg. ES "NON.clus1"

Pos. ES: "clusl"

T T T T T T
-0.6 -0.4 -0.2 0.0 0.2 0.4

ES
ES =-0.309 NES =-1.17 Nom. p—-val= 0.281 FWER=0.999 FDR=1

Heat Map for Genes in Gene Set
clusl NON.clusl

E:EGDIBIHHMH H’I \’\ \H‘I\H \l\H\HHNI \‘H‘\H‘ W W\ \w \‘Hl\‘\l \lHl\ ‘:“ H:I" [N H‘\II \H YL HHHH HH\H HH ‘\ |l \H“ y M w“\ll H I

\ | HHHH”I } “ W’ \IW MHH‘I‘I 1] ‘\ H“ ‘I"”\‘\‘\“\H ‘”IHHHU‘ “ Iﬁ ”W‘l‘u‘ I'mill ’t ‘ “\H\
DYNLu I“ ’ I | I l | i il
e Lt "'M.('.,v.wm AL

HHh I\lHHH\HHH I’
\
DYNC2LI1H I ‘

.*g.'\ WM. it e’ Hw A

gsﬁfjl \{' ”r Mﬂ” 'm: | |‘|“|’u|||| f 'IM' i ‘m \'
i ! M‘%( }M. i M. [ M HiN l’ .“H'|'J ! Wl |

l”' T () o I

YL i “““"‘\‘ b R ) L |t I"

DYNClLIlM I}

RABllB\ 1) ACL T 110 TR DS | T LR 1
T 6 AN YEAET LA DUF

DYNClQ

DYN

2
DCTNl

\M‘IH:‘:\:\N‘H ‘m I’l’lllH ” }I‘\ IHIIM \NH “\‘\‘\“ﬂl\ul \‘H\ ‘\} l‘H:l\‘H“\‘ \“:HH‘ \"‘I‘ \:‘HHHH“\‘II HII‘\JHIIIWH‘ ‘H I HI\ H\ U
MW Illw MM ’». i’} WIH\ w Ij‘“ JI’I‘ ‘I‘H‘ ‘H’HW NH ‘HH HH\‘I\ " H\HMM}\NH‘H I”\ fl ‘“ H‘\‘H\

ekl Il ol m ik (e

Ds:lzll.':zl} ‘\IIFHII‘ !‘ i \ (B A0 M
PRKX| HIHI ”" H HHHH\ [ BRI T i IHHIHIIIIH H

’lllll H‘\H “HII H LT H\‘\‘\H\ i H\ SR TR AR H \HH
CDYNC1|1 I IHH IO OO A7 HI ‘\‘H’I I ‘IHW H‘\‘ ‘\‘I' ’\I H ‘M‘ m i\ \AH H‘WHM“‘WH‘\\ NHHH\H‘\ I \H‘ ‘ H Hi\ H“

I”IH I \H \ \ H \HH‘I H HI ] I ‘\HW‘I\‘ \HHHHI\HHHH L AA \ \
‘HHH‘\ IH\I i HHW ’ 1 } ‘




