Running Enrichment Score (RES)

-0.6 -0.4 -0.2 0.0 0.2

-0.8

Gene Set 96 : KEGG_NUCLEOTIDE_EXCISION_REPAIR

o
L

Zero crossing at 5765

Peak at 14214

"NON.clus3"

o

! ! !
5000 10000 15000

Gene List Index
Number of genes: 18361 (in list), 43 (in gene set)

P(ES)

3.0

15 2.0 25

1.0

0.5

0.0

Gene Set Null Distribution

—— Gene Set Null Density
- QObserved Gene Set ES value

Neg. ES "NON.clus3"

Pos. ES: "clus3"

T T T T T T T
-0.6 -0.4 -0.2 0.0 0.2 0.4 0.6

ES
ES =0.226 NES =0.818 Nom. p—val= 0.609 FWER=1 FDR=1

Heat Map for Genes in Gene Set
NON.clus3

. clus3

CDK7HI JH0 LI
GTF2H5 ‘I‘\IHHM\ ‘"I«I i\ I

POLD2M| HII [ “]\ | IIH“ ’ ”

Fesh1 IH [ il |\||N \|\||\

ERCCSlH "IH'IMI‘} I| I‘{ i Hk

H}Il\’ Il IIH ,‘ “IHI I

GTFZHZ‘ II|\|H\H‘| IJ I l’ ﬂ M ‘” Il l ’ \i I [
GTF2H4 |I|‘III Mll‘l I\I\ \ Hl \“l\“ \I\I”H i
MNATl'IWIII”l Il "|I |

iiﬁm‘h'

\ \lu lIHIIA\
|IIIH“ |IH
cczll\‘\l IIII II Il

M‘I'I i km i

RFC2
111

RFC3
P}\I\
I\ I

EESE M il \||||1||‘|”‘\N'"” Ml‘. b i

\rh';“WIM“

|IH|\|}\|H|‘ M‘H \Ill‘ ‘}I\III \I‘I‘ ”HH\” | |‘ I iI | 1l \I |
i | I‘H ‘I‘ IIHHW ”\l\‘llll I\I I”I II‘ ‘\l ” Aﬂ I‘I ‘I mhllJfl

| u“\nl‘lﬂl‘ " Mm | ”u“ }H I

'h'w ‘IFI‘:|\:\‘II|:I|I‘I“‘ H"I\ ‘,\J W\I | m‘ Il“lll‘“ H”I JI|I||”|| \ill

'f ‘II

Vrﬁkwwﬂggn,lwl
i, KA

i Il ‘\III II“'I‘I| ‘I
L ‘|\‘I III” [l R

i

H{‘liallmlil |;| | ‘n'( 1 “|| i

."W(

h H\l\lln | ‘ \”‘ ‘IIH’I

unwu “: ‘” Il l' |
|||'|(||u e !I"'H'”HI‘""H
‘H lem |‘| ! \\ |||%lh||||\ \|}||} M “ ﬁ‘ I ’ml ,

w”wwwwwwuw

il .”\fllm‘? |

‘5,’,\1'.«1“7';& "H
|

IlIMWﬂ

H‘I ’\ ‘I , Illlll’l‘”{‘ [l I“ I”\l\n\ll HHI
il

gt ”I il



